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P9 AR LR IR HD 100 12 105 3l - 4R I 0 BEAS 490 , Bl A S 5t
B 10 i N o Ve P N N 9T B I v <L
AT DAAES 0y 240 i 2 AL B OF , IR BT 9 A= i A3 . The endophytic
Bdellovibrio bacteriovorus HD100 is swimming with high speed to
find and attach to its prey, and then invades the periplasm and forms
a bdelloplast. It grows and reproduces within the bdelloplast. Eventu-
ally, the offsprings perforate the cell wall of the prey and leaves to
start a new life cycle.
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Fig.1 Complete life cycle of endobiotic
Bdellovibrio bacteriovorus HD100
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Abstract The specific predatory bacteria Bdellovibrio and like organisms (BAILOs) are been highly
valued due to their potential applications in agriculture, industry and medicine, especially in treating the in-
fections caused by pathogenic bacteria with antibiotic resistance. However, many fundamental scientific is-
sues regarding BALLOs have been unclear in the past decades, which is the bottom cause why these types
of bacteria have not been effectively developed and utilized yet. In recent years, significant progress has
been made in the life cycle, mechanisms of predation, the distribution of resource and the diversity of BA-
LOs, and the applications of BALOs in medicine, agriculture, and industry. Especially since the formal es-
tablishment of the phylum Bdellovibrionota in 2021, there has been an explosive growth in studies related
to BALOs. This article systematically reviewed the progress on studying BALOs. It was focused on intro-
ducing the latest reports on predatory mechanisms of BALLOs and other outstanding achievements to pro-
mote the understanding and further application of BALOs resources, and to guide the studies on BALOs in
the future.

Keywords predator; Bdellovibrio bacteriovorus; Bdellovibrio and like organisms (BALOs) ; mi-
crobial resources ; antibiotic resistance
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