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A:MES Zb#IZH - AR YL (Z0) B G 14 d IS IR PE R AL (A7) 5 B:MSO AL BRAL - R YL AT (Ze) FfR e 14 d J5 IR ME A 8L (7)) 5
C: 2 B ARPE AL LU EgPDS W3Rk it 5 D : 2R A BEXT AR ME B A5 2 VAL 5200 . A Embryoid callus of MES treatment group,
before infection (Left) and embryoid callus after 14 days of infection (Right) ; B: Embryoid callus of MSO treatment group, before infection

(Left) and embryoid callus after 14 days of infection(Right) ; C : Expression of EgPDS in embryoid callus treated with two different treatments ;

D: Effects of two different treatments on embryogenic callus transformation.
Bl WMTEINHIREVIGSHERER
Fig.1 Experimental results of preliminary establishment of oil palm VIGS system
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Fig. 2 Effects of concentration and time (A), co-culture time (B), tobacco-mediated (C),
different agrobacterium strains (D), concentration of AS (E) and culture time (F) on the
transformation efficiency of oil palm VIGS system
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Fig. 3 Detection of EQDGAT1 expression in
oil palm embry-type callus of experimental
group and control group
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Establishment and optimization of oil palm virus-induced

gene silencing system

LI Menghan', WANG Wei',ZOU Jixin', LI Dongdong"*
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2.Sanya Nanfan Research Institute , Sanya 572024, China

Abstract

The phytoene desaturase gene (PDS) as a reporter gene was used to study the feasibility

of applying virus-induced gene silencing (VIGS) on oil palm embryoid using the TRV as a vector, and to

optimize the relevant parameters. The results showed that the effect of gene silencing was the best when

EHA105 was used as the strain under the condition that the ODgy, of infected bacterial solution was 0.5,

with infection time of 5 min, acetosyringone ( AS) mass concentration of 20 mg/L., co-cultivation of 48 h,

and post-infection incubation time of 12 d. On this basis, the VIGS system optimized was used to silence

the diacylglycerol acyltransferase gene (DGAT) , and the expected gene silencing effect was achieved.

tion;

Keywords

phytoene desaturase

oil palm; embryoids; virus-induced gene silencing (VIGS) system; genetic transforma-
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