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1. fed Rk K K =/ G KA AT LRE AR Fo, KX 430070;
2. F = AR AR A A H A RG], R E 523000

WE R RGBT R O B 65 (Micropterus salmoides) 32583 19 1 B St )y 8 K f 56 T (4 5 A
X R E AT RS , I AN B 2 220 s 22 = TR AR, HIE IS5 40 1 A 2 2 HURRGL (9 AT BB )5
i RT-PCRAGIN  AUA 53 25 555 N TR 1 BV Y] 7 TR AR AT (HEE) Y €6, i) Fr ifs S A B 4% L &
G5 % B WAT, WL e 4> B AR 2 1R 11 2R A 30 % B (micropterus salmoides rhabdovirus, MSRV ) , iy 4% " K
R LR #5350 DGR (MSRV-SGO1) o A TUEHIAIR 25 L R 100 0 2 d (IR IRAE T, JFAERE S L 2 4
EAEIG PRAEIR , 7 d NFET- 3635 100 %6 , 3 3k 41 ZU05 B4 5] 5 L2 2005 a9 S IE L LA 38 2 3R i BUARAE , 5 A 44
BIRGOREIRANAT o AR G B VAR T8, 550 B 5 MSRV-SGO1 28k -5 GenBank H EL 4R A9 H: Al 5 R0
BT REL B OPT X, &R B/R, MSRV-SGO1 5 #£S5 MSRV-FJ985 MSRV-YHO1 .SCRV % —2&, H
5 RiEM MSRV-FJ985 #i#k MSRV-YHOL 20k Al i1 =535 97 %6 LA _E o dlad DL i 3se 24, 6 4 0 K o

FETH IR MSRV gt

KEEIE RORGS ORI RE ; R I RESEAE s RSk PR 5 KA BB

FESZES  S$852.6579.5; Q959.483

KRR (Micropterus salmoides) , 45 NN &,
b IS N BRI PR A2 T 1983 44 | [E]
PR RO B —Fh R AR K, BT PR
YR B BT e SO A R A2 R A A AR
A RO R E RO SR 2k — . AR
2021 Hh [l FE T+ AF 28 ) | R 1 TR B B0 3R BH 7 A
HEDK IR T Th B AR BE T, SR R G R S LR
AN S, R 1 R B i AN O LT L AT A
AU — R B E O H 35 ™, o e A
PR BT, B e R, B G A SR TT
FBAE U fE R T B SR B KR . ITAER
FH 50 9% B (micropterus salmoides rhabdovirus , MS-
RV) 51 RE K FB &30 TS R kA, F L g
PR SRR AT T R R T 1k 90 %61
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T FEE R A RIS AR K R AT I R
ZE, NG 2 A7 AR 2 RS = 7 THEAT 1A
FF L oW 2E o b GBS I B S T 1 S
o T SRy R R B R B i 44 S DR 1T R B LR
FREERR MR (MSRV-SGO1) ., BHRGE I .
1 MREFE
1.1 mEFKE Y

o R TR T AR R OC R R R0 5551 37 . 1l
FHAGTA F T4 W 35 K o1 B £ F B 8, £ R
iR (0.5£0.1) g, &K K (34+0.5) cm. K5 1R
AT, BEHLIHER 3 B fa AT RT-PCR A, ) 12 JCHK 75
o e B R 2 A R R A5 B Lk, R R A
BRI I TE 26 “CAE A, foff FH 348 402 0 0 S 4
ES5mg/L AR
1.2 ZHRR FEZRF

il | 57 9% 20 B (epithelioma papillosum cyprini
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cells, EPC) \Ji¥ 3k fig L A 41 Y (fathead minnow mus-
cle cells, FHM) | B /5 X 2 filil 51 £ 40 }g & (channel
catfish ovary cells, CCO) Zil il ¢ J5 T 2& & Fr 76 SE 56
% M % 5 A B £a I8 41 i (grouper spleen cells,
GS) MR Al K27 %8 A M 2 2 5 B DNA $2
I & L Trizol FHEERE /N it DNA K a7 & A
Magen ; % s & F ABclonal ; M 199 4 g 5 57
FEW [ Cytiva; JG2FE 1L .0.25% EDT ANa, i i i
H Hyclone; PBS & 1 # 14 H Bio-Channel; 2>X M5
HiPer plus Taq HiFi PCR Mix .DNA Marker ¥ iz 4%
REFNZE AR T nt B B R AR A A .
1.3 WERFEHRKET

U A SR BRI 25 U e R R, ED6 2 i
B WERAT T A A U . BEMLIRC 3 R o RS
MR A5 TETC I S5 TR R 0 50K PBS Wi i
J& 1000 r/min 0> 2 min £ VL3, LB A bRl £k 55
Fi 24 W , WA T 7 10 AR ROIR L
1.4 fREKN

BEATLER 4 29 0 DR A BRI 05 FE TR
Z A AR A A 300 pl JCH PBS 28 s
BeJa 00 13 0y, LR R AF T —80 ‘CH 75 L9 7
M5 B S8, D3 A 2 T T M e dE Al o 4 2 0
HR 103 T Trizol HHEZHUE RNA, 53 143 il DNA
R & $E HUDNA, R 4 5 % 51 ) #5417 PCR A
(5195 B IR 1), PCR R N iR &R Ry 25 pL: AR
3 pl; RS ¥4 1 pl; 2XM5 HiPer plus Taq
HiFi PCR Mix 12.5 plL;ddH,O 7.5 ul., RT-PCR Jx
MR 95 °C 3 min; 94 °C 255;55°C 255;72°C 15 s,
35ME¥R ;72 °C 10 min, PCR ¥4 206 B RE b ik
JE L K S, DS IRl g 3k 22 s w0, DN P 45 SR A
NCBI v i#:47 Blast 7387 , #F— 206 i 73 B8 B A0k 75
101G BB R s TR BR A B SE A
1.5 REMMEESR

A —80 “CUKAR B o B A W, TC i 458 F B
20 pL, FHICTAE PBS 22 th0Rs &) K WM B8 1048, SR )5
W20 pL BB J B )3 WO E) 5 mL JE 1L ¥ M199 Ky
FRW A7 T — 80 CUKAH S S VRl 3 UK, 5801 2Lk ¢
BOWEE o 4 CHRAF T ¥ dRRlE 125 1 000 r/min
B0 10 min KFRA LR R, 1545 0.22 pm L DB #F
R T 5, o i B R T 2K 52 9 EPC L FHM,
CCO.GS i, 28 “CHFE 7 W 1 b BE 45 JsioRH 17 14 48
PRLAE R 55 TR | O U B R 42 B B X AR, B RO 4 4

&1 SIEEFT]

Table 1 Nucleotide sequences of primers

Bk R i JPA1(57-3") ik
Prime name Sequence(5'-3") Purpose
MSRV-F1 AGGTGTCCCAGTTATGC Kzill MSRV
MSRV-R1 TTGCCTGTTGACATTCTA Detect MSRV
ISKNV-F GCATGTATGCTGTTTAGACA Kzl ISKNV
ISKNV-R AGCATCAAGCAGGCGATCTG Detect ISKNV
LMBV-F GGGCAGACCTCAAGAACCAAT il LMBV
LMBV-R CTTTTTCGGCTGTCCAACAAA  Detect LMBV
NNV-F CGTGTCAGTCATGTGTCGCT Kl NNV
NNV-R CGAGTCAACACGGGTGAAG Detect NNV

ATGAAAAAAACTTTAACA- P H MSRV-G

MSRV-F

GATTTCA FEK

GGGAACAAATTGATACTGCT-  Amplification of

MSRV-R
GC MSRV-G gene

16S-27F AGAGTTTGATCCTGGCTCAG R0 240

16S-1492R ACGGCTACCTTGTTACGACTT  Detect bacteria

JLs BEAR AR, JF AR RRIC SR . 17 9020 1Y 4 A ) 3 4t
o AR WSO B A AL, B 52 PR 3 YK, 1 000 r/min
250 10 min, 28 J5 K4 5 B B W 4k ok 2 Fh A0 i, 1%
fR3U%.
1.6 mEBENEREKINFEBLNE T

LG I 35 M99 K5 7% 3 10 5 B B 5 18 0% 25
(1072~10"°) , = Fh 2] 4 1l 22 EPC 40 1) 12 FL AR
o, B 4L 500 pll, 78 28 CHEFRAH T IEE 1 h, Wk
W, BN 1 mL & 5% FBS i DMEM-CMC 2 [#]
REEFRHL 1597 60 h 5 HEAT B e (LA 3 e 25 B T
B BUWRE BT, FHC I M199 55 72 5605 B I, o
AL 0.1 MOI (Jg& 4 &2 %4 : multiplicity of infection,
MOTD) F10.01 MOT 95 2 Wi 42 7 B2 EPC 20 i %5 i
90% 1y 124LM, 1 h 5 e 5% FBS B4 i 4755 57
B A PITEIR LS 96,1224 .36 .48 h HUAH il 3 55
WV 2 B e 45 R 5 B T R L O
GraphPad Prism 8.0 2l 25 AE K 8l 27 ih £k
1.7 REBRREMNHE

B 13 BA 2 40 B 2 3 90 % 1Y EPC 40, T
IS mL (995 8 B, 28 “CHR MM 1 h, SR J5 1
#5559 FBS ) M199 4 de s 37 0k, 28 ‘CHi 9% 15 h )i
W AR, K AR R JE A PBS PRI LR, 522, B
A1 mLJEEFE AL 30 s, AR LAk ok s 2
2mL JCHEEPE T, 1000 r/min 5.0 3 min (20 it A 4%
TR/ . FEEWE L EE AL mL E R
(2.5%) B4t g A A2 e pkke , BT T W, e =
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Tk 3k Y [ 5 30 min, LRSI 4 COKFIIRAE , 28 TR
DUPRYE IR A DR AT BR S W AT AL i A
1.8 AIREFRAE

BRI A BEHL S N A B .C 341, 441 30 B fh1.,
AL B 44y B8 e 1 55 10 pl 9 10° PFU/mL ., 10°
PFU/mL MR 8, C 21 7R 59 5 B T Il v M199 K 5=
FEAE A B X IR, R R AR A RSB T LI e 5%
1.9 HLRFEZYR

53 AR £l I L i A2, 406 22 3 R 1
FE 24 h, AU 22 70% .80% .95 % . 100 % Z, i
Bk, ZHAEN] A Y] R (5~7 pm) \HEE
ety e Ja e WAEE T WSS A
1.10 RELZBEWOHM

KT 35 MSRV -G 3E K 2K R 51 B <7
PG ¥%F MSRV-F/MSRV-R #47 PCRY" 14, 25 1%
T MW g P VK S I, U ik & U R A
PR 2 B 7, 78 NCBK I 7 25 SR 9E 17 Blast 4397 o
7 GenBank 1 2 H UL JLFN UG B G 8 200k
B2 175, FIH MEGAT7.0 3 42 il iz 8 ik 5 K 1 R 6
R 9% 7 (MSRV-FI985; GenBank: MT818233.1,
MSRV-YHO1; GenBank:mk397811.2) . #f IR 95 7

(Sinipercachuatsi  rhabdovirus, SCRV; GenBank:
NC _008514.1) /K4 1 4 9% 85 (vesicular stomatitis
Indiana virus, VSV ; GenBank: MW373779) 2 Ffa
i IR 5% (pike fry rhabdovirus, PFRV; GenBank:
NC _025356.1) . #4593 75 Ifil i 55 B (spring viremia of
carp virus, SVCV; GenBank: AJ318079.1) | 4 fif gt
IR 5 B (hirame rhabdovirus, HIRRV; GenBank:
AF104985.2) | 1% Yt ¢k 1fil % B YR FEJ 7 (infectious
hematopoietic necrosis virus, IHNV; GenBank:
X89213.1) . 13 fif# v}k 5 B¢ (snakehead rhabdovirus,
SHRV; GenBank: NC_000903.1) 5% 25 1 H 1fin 4 g
I %iE 9% & (viral hemorrhagic septicemia, VHSV;
GenBank: KP866927. 1)l R A LB .

2 ZERESH

21 ERENIEERURE

AR 2 103t 1 7K TR 26 °CL e 4 K 0.8~
1.0 em, KR HTHITEK T REE A5 1E8R &, A% 5 1 &
A SBHESTHE S BIAET . (R T Rl fa
TEER AT I R A (BT TA) T A& R R
ek (E1B) .

AR F R Sk AR R O B B R R R A T BT SRR BN . A Healthy Micropterus salmoides, arrows indicate yolk

sac; B: Diseased Micropterus salmoides, arrows indicate yolk sac.

1 BRariaRER

Fig. 1 Clinical symptoms of diseased fish

22 REKWMNER

HUZH B8] MR 2 50 B R WU BUW T, IR R R
TE SRR T AR SR A7 A o i JLARR S P A DU
31 ¥ % MSRV-F1/MSRV-R1, ISKNV-F/ISKNV -
R.LMBV-F/LMBV-R,NNV-F/NNV-R %} J& ¥} #
1T PCRAGIN , 45 5 40151 2 e , &% MSRV 601 5
Yy 38 1 4K /N ol 217 bp BORESPE A, HLAb ARG
W5 PR 3G 550
23 WENBERER

4 JC B AL 3RS Y e kRO 43 ) 2 A EPC

FHM .CCO .GS 4tiffl , 24 h 5 #EA T4 RIRES . 45 5L 5
7R EPC .FHM ,CCO #4 i SR [ F2 3 995 42 (3 Sk 45
), EERI N A M a4 R A AR T E A R
T AR A6 T I G 9, BA MR R 4 4N i 2 B OE W .
MSRV X} 3% 3 Ff 41 i 19 B50E% 3 I 5 B AR R
EPC>FHM>CCO, M4 % 5 19 GS 4 i 55 Bt xf
WA AR L JC U] 22 55, R W] MISRV X 1% 48 Jif AN B
(B 3) .
24 REBEREKBENELER

Ji B 78 EPC 4N i I o5 iRk, J5 204 o 5 1
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M:DL 2000 marker;1.3.5.7: MSRV ,ISKNV .LMBV NNV [
PR A5 5 2.4.6.8: MSRV ISKNV ,LMBV NNV FH 14 % it
M: DL2000 marker; 1,3,5,7: Sample results for MSRV, ISKNV,
LMBV, NNV; 2,4, 6, 8: Negative control of MSRV, ISKNV,
LMBV, NNV.

B2 AREaEFEZHRT-PCRENKNLER
Fig. 2 Results of RT-PCR detection

of different fish viruses

%t IR Control

J&Ye Infection

EPC

CCO

FHM

3 FRHEMAREMMER 24 hFHRELE R (40X
Fig. 3 Lesion results after 24 hours of inoculation with
different cell lines (40x)

EPC 4}l [ 5 & 348, W iud 3 24 h iy g #1790
BE A 2, 25 5000 2 45 R R, e B ALY
10%° PFU/mL. A 8h 112 i 2k BoR iZ 8k 7E 0.01
MOTF10.1 MO GL 5] it T 138 5 i 2 B A e 3 —
B 6~24 h, i R PR A G GE A B A KN

24~48 h, R FE I 208, HE A S, W E A 22 A
K, 36 h 3% A e s (&1 4) o
8_

-©-0.01 MOI
=6--0.1 MOl

I 1N/ (PFU/mL)
Virus titer

0 6 12 18 24 30 36 42 48
IFf)/h Time

B4 fREBEFEEPCHMPHERSSF L

Fig. 4 Growth kinetics of virus in EPC cells

25 WENTFES

FH 2.5 G [ 2 25 15 h (i) EPC 4ii i, 58 )5
fE HITACHI HT7700 i 5 M g g, R K B
A F R RRAE 05 BB, 6 YD 1 2 B R 5%
W B e, K N 120~170 nm, B £ A 50~65
nm (& 5),

5 EHBETURRTHET
IR ER TSR/
Fig. 5 Observation of the shape and size

500nm :

of virus particles in diseased cells under
a transmission electron microscope

26 ERKWELER

W 45 R R, A2 B 4K 1 BB T4
BEJGIUEE 2 RIFARFAET- . IR 5 3 K, WA 5 1k
B2 KR 43U 0 e B G218 PRI, A AR
BRI A ATH SRS IS . RS, X}
WRZH (C 2]) il R 3R 58 B, filt FR A 6 (181 6A)
Yo 10 0 3R 90 B i il A i (1] 6B) |
HifeE (1 6C) B2 (B 6C D) &I AL IR, f#35) J5 n]
DL 20 T A B P KR L (B 6D) . A A7ES
5RIBFNFET 640, B 2 S0 T v 30 R 275 2 RN
B3R, TdE,A B & T LT R
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941 %

100%, 1M v & M199 ) %F B& 4 40 Jf oK 1 ¥ 3E
T-(K 7).

A B

AR K T B C D AN TR &6 K 1, A+ Healthy
Micropterus salmoides; B, C, D: Micropterus salmoides with artifi-
cial infection.

6 ALEEBEROEHHIGEKRER
Fig. 6 Clinical symptoms of Micropterus
salmoides after artificial infection

= 100 .

g i IR ZHA

i i....5 ..... sees Test group A

Ag '--_' oooooo E ﬁtyﬁé“]—}

£ 50F : : "% Test group B

= cm-y

2 [

g ."! Xt IR

tg !:_“_.---. ~ Control group C

g 1 1 1 1 1

g3 4 6 % 10
I5F1E]/d Time

E7 WEERETFME

Fig. 7 The survival curve of the challenge model
27 fRIBHALAYIFME

HR.E Jeta 2k s, 5% R4 (F SA) M EE , o
0079 ST J5T 240 M S 0 DRIR R BT | 40 30 RN, 3%
B R MR 23 Ak ™ (B 8B, i Sk H8 s ) o 5 XF
REZH (JE1 8C) AR LL , 5 £ JIG 94k T 4 2 A, 2 2k aff 3%
R REVOB(EI8D, ikt /) o SRR 1 2B
J 123 (I 8E) Al L, A8 K 11 8 B 1) i 2H 2 (&
8F) A BH i iy B AR 1k
28 REHUNIIWER

L3 o 7 B 24 h B9 EPC 40 i M BE 5, &
RNA #2057 J5 15 28I cDNA, R F ¢ 51
519 MSRV-F/MSRV-R ¥ G 2 H 4K J¥ 451, 1%
F 145 WgE R — B0 K402 T 1 500 bp Y 4R
YA, 45 3 R, G 3L R ORF 1541 bp, 18
1t Blast Ho X MSRV-SGO1 5 HoAth 3R 975 25 14 [ Y5
P, & Bl MSRV-SGO1 5 MSRV-FJ985, MSRV-
YHOT 3 2 #1158 6 s bR 5 45 19 4% 1 1R [m] 5

AR BRAEJITE ;s B - Teag 2T 5 C 2 %o HRZELIGUNE s D - T 2H I
WEE: X 2N s F 4 . A Liver of control group; B: Liver
of challenge group; C: Spleen of control group; D: Spleen of chal-

lenge group; E: Intestine of control group; F: Intestine of challenge
group.
8 MSRVERXOZREHARFEITL
Fig. 8 Histopathological changes of MSRV-infected
Micropterus salmoides

52 99.36 %0 ,98.19 0 , & HE R [A] A 73531 9 9975
97% . M MEGA7.0 ®273 Hf MSRV-SGO1 G &
& iR F 5 5 MSRV-FJ985, MSRV-YHO1,
SCRV., VSV, PFRV., SVCV., HIRRV, THNV,
SHRV \VHSV #J G & H & IR 751, 45 R s MS-
RV-SGO1 # ¥ 5 MSRV-FJ985, MSRV-YHO1,
SCRV % [/l — 7332, JF 5 MSRV-FI985 B #k 1 %
SR F IO AH SR RIS R R 1) VHSV SR 50 R
B (E9) . BE 7 245 3] 18R K 1 2B B iR 27
AR LR U5 , 512 75 e fir 44 9 MSRV-SGO1.,

90; MSRV-FJ985

99|{A MSRV-SGO1
MSRV-YHO1
SCRV
VSV | Vesiculovirus
W‘—EPHW |S .
99 SVCY PrivIvirus
499: HIRRYV
THNV Novirhabdovirus
99 SHRV
W':\ HSV

0.5
9 MSRV-SGOl GEHEEBFIREZLER
Fig. 9 Phylogenetic tree of MSRV-SGO01
G protein amino acid sequence

3 i it

IR 2% (rhabdovirus ) A2 8 £ 5% RNA 5 2% ,
FPH 4K/ R 10.08~16.1 kb, 15 732, Wi FL 30
Yy 525 CFT shi A RN 0 2 A H T Bl . A
F A BREF A K S A0 25 1Y TR B LA, SO g B
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5 E SR 1 B & R0 MSRV 5 k%
oK A SR EA N, R RS0, 285G
¥ 2~4 cm Y4, 7E 25~28 “CKIR &R, B &
B MSRYV 5ok 80 fn iR 15 1 3 P 4
KN EAZHAL,, 2R ARKE 11 kb A4, E
B E A (N) BEE A (P) JEFE A (M)
EH(G)FEAM(L)SFhgtmEa ",

MR LAAE B 58 8, A 2R G MSRV YK
MR Ry 2.5~4.5 em T AS A S SR A 0 SR
T B i k4 K 0.8~1.0 em 19 &l 1, B0 AS AR X 8%
Ao H T RO K T SR AR A B I R AP
NE SR HEN MSRV A 7] e 2 i 1 J ARk &%
MR G RE A T AP . FE IR RE v, FRAE K A
5 YL S A AR A R Y R HERR 4t
A T e I A7 BT Y A AR I R

AWF5E & I MSRV-SGO1 7 #k % EPC . FHM .
CCO U, #R AT DL A= B S 40 s A8 B4, i 75
PR RETEAS [R]BH 1% f 2 40 e o &2 1 150 B 2L A A i
AR X R R FRATTE MSRV (B 5 vh B 7
9o T A (R AL % | okt fo s B R 55 ik o B
B S5 922 0 EPC 41 iV i) e, 7638 S L
TSR ) K B TR AR R R T K
120~170 nm, B 42} 50~65 nm, 5 SCRV (K 76~
18 nm, & 29~52 nm ) H kb Bk — 611 {5 H ik
SR 27 I8 19 SHRV (180~200 nm, 60~80 nm ) %
AN A I VR IR I s R A 2 B
I BEA% 1 K 11 SR 6 4 £ R MSRVY S AR 6
R FH R 3 5 O 2R e gl £, 7 d N BB TS A
100% , Wnix ik BA BRTE ), AR E 1
TR T2 iy g RO 7 MCRE AR BB TR Ol 20%0~80%%
N TR TR 2 50, v e E B S W& A 8 A
Sl TA819) O TR R L B  £2 d P B
T2, 5 A AR S B UDR Vi L R | A A
e PR SRE IR, T34 A 10 B B bR i 5 J e o 491
20 255 BT F 4 R B s, BRI K T B Y T 2 4L
SEIRAE, A0 23 o Ak ™ B, DA IbK B 4 2 R ek i
WBE, & ki 5 B R R ULRL, SR AR RE IR — 8, AR
W78 25 AR AL T A 1 (04 o

Sy ik — 21 E MSRV-SGO1 7 B 14 43 25 b A7,
AW FEFE GenBank H1 T 2% T MSRV-FJ985 ,MSRV -
YHO1. SCRV. VSV, PFRV ., SVCV . HIRRV ., TH-
NV . SHRV | VHSV 3 JL# UL 3R 75 19 G 8 H
RILTRFH] . W ARG K BWEER, AR5 215
F| ) MSRV-SGO1 # ¥k 5 MSRV-FJ985, MSRV-

YHO1.SCRV R/ — 2, H 5 € it i i) MSRV-
FJ985 # #k . MSRV-YHO1 £ ¥k i 4% 1 2 ) 8 1 >
1 5 K 99.36 %6 . 98.19 % , 4 Fk R [A] R 1 4 i) 5 ik
99%.97% , MR & A B — e 22 57, X 0]
AE & MSRV-SGO1 #: bR 7E A BIF 97 EE 7 Y S w5 A v
SEE TR R Z —

25 b AR ST DG AT O i K 1 R g £ |-
3B 18R MSRV-SGO1 # £k , 1] & MSRV {3 F
&1 $2 06 2 25 KB, IR Sk B 3 K AR B ) 92
I, DA AR K 11 B 5 (%) it A
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Isolation and identification of Micropterus salmoides rhabdovirus

ZHANG Wenyan',ZHANG Yujun', LI Chen', SHI Herong”, LLIU Xueqin'
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Technology Research Center for Aquatic Animal Diseases Control and Prevention , Wuhan 430070, China;
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Abstract In order to find out the cause of the massive death of largemouth bass (Micropterus salmoi-
des) juveniles in a breeding farm in Shaoguan City, Guangdong Province, clinical observation, and bacteri-
ological , parasitological and virological detection of the affected fish were carried out. And after excluding
the possibility of bacterial and parasitic infections, RT-PCR detection, cell isolation and culture, artificial
infection, hematoxylin-eosin (H&.E) staining of histopathological sections, transmission electron micro-
scope observation of ultrathin sections and phylogenetic tree analysis were performed and a Micropterus
salmoides thabdovirus (MSRV) was isolated and named as the Micropterus salmoides rhabdovirus Shao-
guan strain (MSRV-SGO1). The results of the artificial infection test showed that the experimental fish
died within 2 days, accompanied by clinical symptoms such as hemorrhage, rotten tail, and dragging
stools, and the mortality rate reached 100% within 7 days. Histopathological sections showed that the liver
and spleen of the diseased fish showed extensive necrosis, which was consistent with the symptoms of natu-
rally diseased fish. According to the amino acid sequence of protein G, the MSRV-SGO1 strain isolated in
this study was compared with other rhabdoviruses reported in GenBank by phylogenetic tree analysis and
the result showed that FJ985, MSRV-YHO1, SCRV, and SCRV are grouped together, and the similarity
with the reported MSRV-FJ985 and MSRV-YHO1 strains were higher than 97%. Through the above ex-
perimental analysis, it was determined that the cause of mass death of largemouth bass juveniles was MS-
RV infection.

Keywords Micropterus salmoides; rhabdovirus; viral isolation; identification of virus; source pre-
vention and control ; aquatic animal disease
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