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The distribution of isoelectric point from 238 CAZymes in C. higginsanum
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Table 1 Basic information of CAZymes with different pH in C. higginsanum
I3 WA A T . RS A pl fE N
Seercted HEFE EEGL o ieal tsoelectr Wz
ccreted eoretical isoelectric
R X Num. No. Protein GI K Prediction function
protein species point
K sk ) 4 [
1 CHO063_04323 4.42 ity E,/Jﬁ H . ,
LysM Domain-containing protein LysM
2 CHO063_09943 4,50 85 # 1 Hypothetical protein
3 CHO063_06886 4.53 M B B 7 % Subtilisin Carlsberg
4 CHO063_04035 4.62 ALK fif B X % 76 Glycosyl hydrolase family 76
AR YA A R A
s CHO63_07792 167 KR N VI i /R R A1 V) Tl / 5 1
Endonuclease/exonuclease/phosphatase
6 CHO063_02856 4.79 AR JE i GMC Oxidoreductase GMC
P ZE £ - 7 CHO063_05743 4.91 i 52 % H Hypothetical protein
Acidic protein o 8 CHO063_00845 5.07 o FERE PR A o-Glucuronidase A
ZE R A
9 CHO63_01926 5.11 AHBaTER A
Kelch domain-containing protein kelch
10 CHO063_06734 5.16 BB Trehalase
H i 48 1k 34 5 i
11 CHO063_08007 5.17 ”jmﬁﬂ:"ﬁﬂ& S
Glucose-methanol-cholineoxidoreductase
12 CHO063_ 05474 5.25 WML B Alkaline proteinase
13 CHO063_14945 5.31 W LK fi% B K% 43 Elycosyl hydrolase family 43
14 CHO063_09437 5.63 P9 ¥ 7 BE -6 B Endoglucanase-6B
15 CHO063 05244 5.79 SR Asp F7 Allergen Asp F7
16 CHO063_12008 6.18 W RL K fi i 2 1 7 Glycosyl hydrolase family 7
P 17 CHO063_ 10680 6.35 IRHE1%E S HE H Necrosis inducing protein
. 4
Neutral protein 18 CHO063_08202 6.92 Z B F B Polygalacturonase
19 CHO063 07451 6.94 )3 BB Endoglucanase
20 CHO063_00224 8.04 8 5€ % 1 Hypothetical protein
- 21 CHO063_07368 8.67 T B il Pectate lyase
BT i ‘ - 1 1
5 L s 20 4o it _ . -
Basic protein 22 CHO063_06211 8.74 W 2 fit i Pel-34K Pectate lyase Pel-34K
23 CHO063_00184 8.76 24 £ Cellulosome enzyme
24 CHO063_10587 9.49 A LK fi# B X % 10 Glycosyl hydrolase family 10
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=W,

(DEEFT M ) CAZymes FEH T EH K A
ERBONE . LR E AT GI 5k CHO063_04323,
CHO063 _ 09943, CH063 _ 05743, CH063 _ 14945,
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FRBARAHME YL Fl A 59.07~95.54, Hf, CH063_
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12008 EA AR Ai F5%0, 4 59.07(5K 2);
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Table 2 The physicochemical properties of CAZymes in C. higginsanum
IEAVE@"‘P *HXM;\ FEE b HEH)EITE’?( ,E'\%i’éﬁﬁk‘r*
No. Protein GI isoelectric molecular Formula Half-life Insta'})i.lity amin average
point mass coefficient acid index hydrophilic

1 CHO063_04323 4,42 32 972.6 Cra2s Ho176 Nigo O473 Sos 30 43.78 72.62 —0.271
2 CHO063_09943 4.50 13 537.9 Csg0 Hozs Nig1 O200 Sz 30 44,18 86.95 —0.209
3 CHO063_06886 4.53 50 839.2 — 30 29.82 80.35 —0.105
4 CHO063_04035 4.62 31 617.2 Cia26 Ha09s Nags Q429 Si2 30 27.66 69.20 —0.156
5 CHO063_07792 4.67 70 080.8 Cs147 Higrs Ng2q O971 Sy 30 35.89 92.80 —0.008
6 CHO063_02856 4.79 63 451.4 — 30 20.77 88.63 —0.051
7 CHO063_05743 4.91 54 803.4 Ca426 H714 Noso O757 S22 30 43.16 70.55 —0.293
8§  CHO063_00845 5.07 93 427.7 Cuzos Hesso Ni125 O 1262 Si7 30 28.64 84.94 —0.246
9 CHO063_01926 5.11 76 909.0 Cs394 Hs200 Noss O1056 Sz 30 28.67 73.44 —0.224
10 CHO063_06734 5.16 75 994.3 Ca417 Hs223 No11 O1032 S13 30 37.67 80.22 —0.382
11 CHO063_08007 5.17 21 034.3 Cosa His09 Nass O291 Ss 30 42,11 72.28 —0.172
12 CHO063_05474 5.25 41 300.9 Cig29 Hase1 Nugr Os50 Sy 30 20.79 85.67 0.025
13 CHO063_14945 5.31 32 010.5 Ciaas Ha149 Nig1 O437Ss 30 40.52 74.43 —0.344
14 CHO063_09437 5.63 42 158.2 Cisss Hass1 Nsz1 Os66 Sy 30 27.34 79.20 —0.283
15 CHO063_05244 5.79 30 332.8 Cis24 Ha077 N3g1 O35 S1o 30 57.14 60.62 —0.336
16 CHO063_12008 6.18 47 287.7 Ca062 H137 Ns71 Og54 Seg 30 21.86 59.07 —0.290
17 CHO063_10680 6.35 31 377.3 — 30 25.91 62.85 —0.474
18 CHO063_08202 6.92 47 241.6 Ca091 H3zs0 N576 O636 S18 30 33.05 86.68 —0.176
19 CHO063_07451 6.94 22 894.3 Cogs Hisgo Nags O34 Sg 30 41.49 64.25 —0.148
20 CHO063_00224 8.04 46 553.1 Cigs Hiz31 Nsg7 Ogo3 Sas 30 41.35 59.14 —0.239
21 CHO063_07368 8.67 24 513.0 30 18.05 79.92 —0.068
22 CHO063_06211 8.74 33 918.7 Crass Hass1 Nuzs Q474 Ss 30 14.14 77.75 —0.299
23 CHO063_00184 8.76 48 528.6 — 30 24.31 73.22 —0.119
24 CHO063_10587 9.49 36 703.1 Cio51 Ha607 Nugs Our1 Sy 30 29.5 95.54 —0.082

3

"R ARREBII M 4> F 3, Note:“— " indicates that the molecular formula cannot be predicted.
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Physicochemical properties of CAZymes protein

in Colletotrichum higginsianum

HAN Changzhi ZHU Youpeng

College of Biodiversity Conservation and Utilization » Southwest Forestry University/
The Key Laboratory of Forest Disaster Warning and Control of Yunnan Province ,
Kunming 650224 ,China
Abstract To identify the function of CAZymes proteins in Colletotrichum higginsianum , the phys-
ical and chemical properties were analyzed based on the 238 CAZymes proteins sequence. The results
showed that the protein isoelectric point was less than 6 in nearly two-thirds proteins,belonging to acidic
protein. Ten percent of the sample proteins were then screened by the random number software,to de-
fine the molecular mass, the molecular formula, half-life, the instability factor, aliphatic amino acid in-
dex,and total average hydrophilicity properties of secreted protein from different theoretical isoelectric
point category.
Keywords Colletotrichum higginsanum ; CAZymes; physicochemical property
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