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Table 1 The details of Magnaporthe oryzae isolated from the core and non-core regions
of South China Crop Breeding Area
X 45k B/ R B b £ PR S5 SR SE IR
Region County Sampling location Isolate No. Sampling date
=i A 7
Hjﬁ@éij{{zw . . P1.P2.P3 2015-05-20
Sanya State-owned Licai farm in Yucai town
& P
& BE’EEJR%H o P4.P5.P6 2014-10-24
Damao village in Jiyang town
B 4 % % A
& FH’f'EﬂJwJ\l_ﬁ o P7.P8 2014-10-24
Luopeng village in Jiyang town
2 R
ﬁjiﬁmvjhﬁ _ . P9.P10 2014-10-29
BB X Yaliang village in Yucai town
Core regi IR 1 B
ore region A R RS P11,P12.P13 2014-10-22
Ledong The suburb of Baoyou town
AI q ; > N
wﬂ%ﬁﬁﬂiﬂa{i o P14.P15.P16 2014-10-20
Xinfeng Tianyang in Liguo town
- 5 G A B S8
PREUKES ‘ o P17.P18.P19.,P20 2014-10-20
The agricultural experiment station of Qianjia town
e ISR Y P21.P22.P23.P24.25,
. , . R 2015-05-15
Baoting Zaozhang village in Jiamao town P26.P27.P28 .P29.P30
Birp KAF KA R P31.P32.P33.P34.35. 2015-05-18
e Qiongzhong Changzheng farm in Changzheng town P36.P37.P38.P39.P40 o
S . - : P41.P42.P43 P44 P45,
Bl X NS U LA 3 N 2015-05-18
Non-core Tunchang Liangshi village in Tuncheng town P46 .P47 P48 .P49.P50
Region R AT A P51,P52,P53.P54, P55, 2015-05-17
Ding’an Xinxu village in Xinzhu town P56.P57.P58 .P59.P60 o
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Table 2 Specific primers for the avirulence genes of Magnaporthe oryzae in the core and non-core regions

of South China Crop Breeding Area
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Primer sequence
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Avr-Pia

Avr-Pik

Awvr-Pita

Avr-Piz-t

PWL2

o wm ™MW R"T™ ™M R

: GCTTCTGGTTCCTGGGGT

: GGATTGCCTGGGACTGCT

: TTCACAACGAGATAAAGGCAT
: TGAGACAAATAAGAACAGGAG
: CCATTCATTTGCTCCTTGT

: ATTATCCGCCCCCTCTTCA

: CCGTGACAACTACCATGGAAC

: CTAAGCGTCCGGAGGCTTTAA
: GCGTATGCTGTCAACACAGA

: TGGAACCGACCATCATAACG

: CATCCCTTACTCCGCCACTT

R:

TCTTTCGCCTTTGTCGTT

B K/ °C T Be KN/ bp
Annealing temperature Expected fragment size
55 660
55 429
55 619
58 1173
58 916
54 632
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38 39 40 A
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58 59 60 A
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1~60 MEk P1~60,A FEAMEXIE; M i Trans2K DNA Marker, Numbers 1 to 60 represent the isolates of P1 to P60; A:Negative

control; M: Trans2K DNA Marker.
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The detection result of avirulence gene PWL 2 of Magnaporthe oryzae
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FE £ 0 XD /7 38 R 4 5k 98, 33% .
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Table 3 The detection rates of 6 avirulence genes of Magnaporthe oryzae in the core and
non-core regions of South China Crop Breeding Area

(D BRR S T I H R/ % Detection rate of avirulence gene

County Number of isolate - AcEp Avr-Pia Awr-Pik Avr-Pita  Avr-Pizt PWL2
= . Sanya 10 100.00 30.00 100.00 100.00 70.00 100.00
k7R Ledong 10 100.00 20.00 100.00 100.00 100.00 100.00
{5 Baoting 10 100.00 50.00 100.00 90.00 50.00 100.00
% Qiongzhong 10 100.00 0.00 100.00 80.00 100.00 60.00
i & Tunchang 10 100.00 0.00 100.00 100.00 100.00 60.00
€% Ding’an 10 90.00 0.00 100.00 90.00 100.00 100.00
#% .0 X Core regions 30 100.00 33.33 100.00 96.67 73.33 100.00
j\l;:f::;i regions 30 96.67 0.00 100.00 90.00 100.00 73.33
918 Average 98.33 16.67 100.00 93.33 86.67 86.67
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Detection of avirulence genes in Magnaporthe oryzae
from South China Crop Breeding Area

ZHU Minghai ZHAO Mei SHU Canwei ZHOU Erxun

Guangdong Province Key Laboratory of Microbial Signals and Disease Control ,
College of Agriculture ,South China Agricultural University ,Guangzhou 510642 ,China

Abstract In order to clarify the distribution of the avirulence genes in Magna porthe oryzae (He-
bert) Barr [anamorph: Pyricularia oryzae Cav.] from South China Crop Breeding Area, 6 avirulence
genes including ACEI ,Avr-Pia , Avr-Pik, Avr-Pita ,Avr-Piz-t and PWL2 in 60 isolates of M.oryzae
in core and non-core regions were detected by using PCR technique.The results showed that the detection
rates of the 6 avirulence genes in rice blast pathogen populations in core and non-core regions were
100.00% and 96.67%,33.33% and 0.00%,100.00% and 100.00%,96.67% and 90.00%,73.33% and
100.00% ,100.00% and 73.33% ,respectively. All the avirulence genes existed in M. oryzae in both re-
gions except the Avr-Pia gene, which was not detected in the non-core region. Among them, the Avr-
Pik gene had the highest distribution rate of 100% in both regions,and differences of distribution rates
existed for the other avirulence genes in the rice blast fungus in the two regions.

Keywords South China Crop Breeding Area; core region; non-core region; Magnaporthe oryzae;

avirulence genes
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