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Table 1 Names and resources of tested Narenga porphyrocoma (Hance) Bor. clones
¥ 2R 7 F4K/m /() ZREEC) AR
NoO. Name Origin Altitude Latitude(N) Longitude(E) Biotype
1 J P 1 GXhe 1 J7 VY Guangxi / / / ARi¥ Unknown
2 TP 2 GXhe 2 J7 VY Guangxi / / / A1 Unknown
RN R NI TN
3 R | IEERZIAEEE 201 25.36 110.23 |, LR
Lingchuan 1 Waulipai, Lingchuan County, Guilin,Guangxi Mid-level wilderness
R 2 . SRR )] - 1) 37 I8
4 A T A 197 25.25 110.20 | Ckilihs
Lingchuan 2 Wulipai, Lingchuan County,Guilin, Guangxi Mid-level wilderness
R - R B s e 1L e 0
5 s PR AL o197 25.60 109.11 |, CHlgER
Lingchuan 3 Hengling, Lingchuan County, Guilin, Guangxi Mid-level wilderness
R 4 i - RS LR
6 ‘ =) . .J ﬁ&%i)l&ﬁﬁ‘ T A 197 95.70 109.22 A *Mﬁ %
Lingchuan 4 Hengling, Lingchuan County, Guilin, Guangxi Mid-level wilderness
A5 HE b 7)1 B i
7 RS _ riﬂlﬁwkn, , 176 25.65 109.18 e
Lingchuan 5 Lingchuan County, Guilin, Guangxi Wilderness
=1 M Rl =R HI5iE
g b} . rﬁf?ﬂﬂl%@k% {ﬂf‘ﬁ 118 25.30 109.22 UJWTE#E
Sanhel SanheVillage, Rongshui County, Liuzhou, Guangxi Low-level wilderness
—y i — -
5 2 _ JJ‘IEWH@E{I?KQ (ﬂ_ﬁ s 25,20 109,12 Lhﬂfﬂjﬁi’fﬂ
Sanhe 2 SanheVillage, Rongshui County, Liuzhou, Guangxi Low-level wilderness
= I JH & L = [ # 537
10 4 3 . rwmﬁwﬂ {ﬂ‘ﬁ T 95 20 109,12 M%jiﬂ;
Sanhe 3 SanheVillage . Rongshui County . Liuzhou, Guangxi Low-level wilderness
=3 4 JH = IR
1 4 A P ||f1§1?k§ @ﬁ 140 25,30 109,12 A I lbﬁj—ziﬂl
Sanhe 4 SanheVillage, Rongshui County, Liuzhou, Guangxi Hilltop wilderness
= 5 1pb \E" S8 355 4
12 =3 5 ' J JIIrﬂl?kE ﬂ,“ 101 95.30 109.13 mﬂtﬂjlh‘iﬂl
Sanhe 5 SanheVillage, Rongshui County, Liuzhou, Guangxi Low-level wilderness
s s 3o 3E ST N
13 A 1 SIS 302 24.59 109.40 el
Yongfu 1 Yongfu County,Guilin, Guangxi Mid-level bushes
Fl I Tl 22 B vF i
" FilZz 1 ' VE’E?IJHM#%/TH ' 188 95 7 109,22 4IJJbS’limi’|£
Rong’an 1 Fushi,Rong”an County, Liuzhou, Guangxi Hill wilderness
s okt ] N o 55 b
15 EX*T U : ﬁ*yﬂjlﬁﬂ{k%g%rf . . 375 25.40 109.27 . UJDﬁHHL
Huojiacun 1 HuojiaVillage, Rongshui County, Liuzhou, Guangxi Hilltop wilderness
E-F: 5-CTCGTAGACTGCGTACC-3", E-R: 5'- § /Wb e Pty 19, S nifk 258 SRR 25

AATTGGTACGCAGTC-3"fil M-F: 5'-GACGAT-
GAGTCCTGAG-3', M-R: 5-TACTCAGGACT-
CAT-3") s % 3 2 7= Wy HEAT W4 3% (514 E-P. 5'-
GACTGCGTACCAATTCA-3"; M-P: 5 -GAT-
GAGTCCTGAGTAAC-3"), WA 2 H - M 25
pL, B4 10 X PCR buffer 2.5 ¢1..30 ng/pL A
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P£ 94 °C 30 5,56 °C 30 5,72 °C 80 5,30 PHEEF 5 X i
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WRCNRRIT R 5 1 R SRR 94 °C 30 s,
65 °C 30 5,72 °C 80 s, LAJi B 6 15 PR AR J I BE 34 ik
0.7°C. ¥ 1 14 5. 3 EH 94 °C 30 5,55 C 30 s,
72°C 80 s, 23 MGG, I AE 7 2 EPCRp-
pendorf Master Cycle Gradient [ #47., 3238 Fr A
F| AFLP 519100 351 5 m ¥ 0847 FAM 28645
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Table 2 The sequences of selective amplification primers for AFLP marker

% Em 519 YEhRid P 514

Code Forward primers (5'-3") F labeling Code Reverse primers (5'-3")
EcoR1-1 GAC TGC GTA CCA ATT CAAC FAM Mse 1-1 GAT GAG TCC TGA GTA ACAC
EcoR 1 -2 GAC TGC GTA CCA ATT CAAG FAM Mse | -2 GAT GAG TCC TGA GTA ACAG
EcoR1-3 GAC TGC GTA CCA ATT CACA FAM Mse I -3 GAT GAG TCC TGA GTA ACAT
EcoR 1 -4 GAC TGC GTA CCA ATT CACC FAM Mse | -4 GAT GAG TCC TGA GTA ACTA
EcoR1-5 GAC TGC GTA CCA ATT CACG FAM Mse | -5 GAT GAG TCC TGA GTA ACTC
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MA R, M 25 %51 Py 204 G 15 9 06 s b L 22 5
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B 34~123 4, P12 88 A, Horh Z 8 PR 41
T 14~111 A PR 77 A, B s BOm 2 3850
PR B Z S WA G 73 & EcoR 1-1/Mse 1 -4
Ml Eco R1-1/Mse | -2, s 05004 123 A~ 111
M.
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Table 3 Amplification bands with twenty-five pairs of AFLP primers
AN B/ - A AR/
Y L i I L LY L oA el
Primer Total No. . . Primer Total No. . .
code of bands polymorphic polymorphic code of bands polymorphic polymorphic

bands bands bands bands
EcoRT-1/Mse | -1 48 43 89.58 EcoR 1 -3/Mse | -1 67 67 100.00
EcoR1-2/Mse 1 -2 120 99 82.50 EcoR1-3/Mse I -2 62 62 100.00
EcoR1-3/Mse 1 -3 118 96 81.36 EcoR 1 -3/Mse | -4 102 102 100.00
EcoR 1 -4/Mse | -4 110 93 84.55 EcoR 1 -3/Mse | -5 94 94 100.00
EcoR1-5/Mse 1 -5 96 85 88.54 EcoR 1 -4/Mse I -1 85 84 98.82
EcoR1-1/Mse 1 -2 111 111 100.00 EcoR1-4/Mse 1 -2 97 91 93.81
EcoR1-1/Mse I -3 87 14 16.09 EcoR 1 -4/Mse I -3 81 68 83.95
EcoR1-1/Mse | -4 123 101 82.11 EcoR 1 -4/Mse | -5 71 52 73.23
EcoR1-1/Mse | -5 107 89 83.18 EcoR1-5/Mse | -1 34 33 97.06
EcoR1-2/Mse | -1 103 82 79.61 EcoR1-5/Mse | -2 69 60 86.96
EcoR 1 -2/Mse 1 -3 106 85 80.19 EcoR 1 -5/Mse 1 -3 54 52 96.30
EcoR 1 -2/Mse | -4 105 105 100.00 EcoR 1 -5/Mse | -4 60 48 80.00
EcoR1-2/Mse 1 -5 98 98 100.00 A Total 2 208 1914 87.11

F-#] Mean 88 77 87.50
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FALER # Coefficient

1~15: 15 i N EFD BT I 4% 5 (AR & 1), 1-15: Number of 15 accessions of Narenga porphyrocoma (Hance) Bor germ-

plasm(same as Table 1).
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Fig.1 Dendrogram of 15 accessions of Narenga porphyrocoma (Hance) Bor by UPGMA
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E5/M3-177 lI .l. .I ..l E5/M3-308
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E5/M2-184 l BN E Bl B || E5/M1-319
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E5/M3-186 E5/M1-324
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PNE RSN AFAE s 1~ 15 15 W N TR B IR 455 (B BRI 1) . Black block: Banding exits; 1-15:

renga porphyrocoma (Hance) Bor germplasm (same as Table 1).

Number of 15 accessions of Na-
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Fig.2 Molecular identity card of 15 Narenga porphyrocoma (Hance) Bor germplasm collections set up with AFLP markers
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Genetic diversity and molecular identification card construction of Narenga

porphyrocoma (Hance) Bor germplasm based on AFLP markers
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Abstract The genetic diversity of Narenga porphyrocoma (Hance) Bor germplasm collections was
studied. The molecular ID card was established to provide technique support for molecular identifica-
tions,exploitation,conservation, utilization and innovation of germplasm.The genetic relationships of fif-
teen samples of Narenga porphyrocoma (Hance) Bor gemplasm collected from Guangxi were analyzed
with AFLP (amplified fragment length polymorphism) markers and CE C(capillary electrophoresis)
method. The total bands,polymorphic bands and percentage of polymorphic bands (PPB) were counted.
The genetic similarity was used for UPGMA (unweighted pair group method analysis) and PCA (princi-
pal component analysis).The molecular identification card of the 15 accessions of Narenga porphyroco-
ma (Hance) Bor gemplasm was constructed. A total of 2 208 bands were amplified with 25 pairs of
AFLP primers,of which 1 914 were polymorphic with the percentage of polymorphic bands of 87.11%.
The genetic similar coefficients of the 15 accessions of Narenga porphyrocoma (Hance) Bor germplasm
were ranged from 0.656 to 0.878.The result of UPGMA based cluster analyses showed that these germ-
plasm accessions were divided into three major groups at the similarity coefficient 0.706.All 15 accessions
could be effectively distinguished by specific bands and different primer combinations. The specific molec-
ular identity card of the 15 accessions of Narenga porphyrocoma (Hance) Bor germplasm was estab-
lished with 99.99% probability of confidence. The unique molecular identification card of the 15 acces-
sions of Narenga porphyrocoma (Hance) Bor germplasm was established based on the 104 bands am-
plified with 3 AFLP primer combinations.It is indicated that the AFLP marker will be a powerful tool
for identifying Narenga porphyrocoma (Hance) Bor germplasm.

Keywords Narenga porphyrocoma (Hance) Bor; germplasm; genetic diversity; AFLP marker;

molecular identification card
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