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Fig.4 Characteristics comparison of transformants and WT
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Constructing FaAP 1 expression vector of strawberry
and its ectopic-expression in Arabidopsis

YUAN You-quan LI Chao-chao XU Xin-yue ZHANG Zhi-hong LIU Yue-xue

College of Horticulture ,Shenyang Agricultural University ,Shenyang 110161,China

Abstract To evaluate the function of FaAP1,an AP 1 homologue of strawberry, the plant expres-
sion vector pBI121-FaAP1 was constructed and transformed into Agrobacterium tumefaciens strain
GV3101.FaAP1 was transferred into Arabidopsis with floral-dip method. Three transgenic lines were
successfully obtained and verified by antibiotic screening and PCR.The flowering time of transformants
was over 10 days earlier than that of the wild-type. The vegetative growth of transformants was inhibi-
ted,with a dwarf plant height and less rosette leave numbers.The floral organs of the transformants were
abnormal and did not produce fertile seeds.It is indicated that FuAP 1 may be involved in regulating the
flowering process.It will provide a basis for further studying the role of this gene in the flowering pro-
cessing of strawberry.

Key words strawberry; FaAP1; Arabidopsis; ectopic-expression
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