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Molecular mechanisms of salinity tolerance in plants

CAI Xiao-feng HU Ti-xu YE Jie ZHANG Yu-yang LI Han-xia YE Zhi-biao

Key Laboratory of Horticultural Plant Biology ,Ministry of Education/

College o f Horticulture & Forestry Sciences y Huazhong Agricultural University
Wuhan 430070,China

Abstract Soil salinity is a major environmental constraint to agricultural productivity. It is a com-

plex network for plant adaptation to salt stress,and it is still a great challenge to improve crop salt toler-

ance. Mechanisms of SOS signal transduction pathway on Na™ exclusion and compartmentation,the reg-

ulation of microRNA and transcription factors involved in salt stress were reviewed. It will provide a fun-

damental understanding and knowledge for studying salt resistance and breeding salt tolerance in plants.

Key words salt stress; salt tolerance; microRNAj; transporter factor
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