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133~140 NIDFKKIHSLLFIPFCNIHGFLISE

99~119  SIHDSKFLNFLISDPLDLKPNIDTET

MKSLNRQTINKIKRASAPTAIFVLVL-
TIVSSIGTAIRYKDELFPNACNKG-
WVPYDDSCYLNS

ORF117 113~154

ORF55 47~51 SKSICSRIDNSGIKYPNKC
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Fig.2 Analyses on flexible regions,antigenic index, hydrophilicity plot and surface probability

plot for SGPV mE gene protein

i
1~ 3 B 43 B AE 28,3745 C i 3 11 T VK 2 W UL UE Sedi-
mentation of pET32-mE/BL21 induced at 28,37,45 C by ultra-
sonic vibration; 4~6 : B 43 #E 28,37 .45 “C 75 T 1 TR 4 2 i
3% Supernatants of pET32-mE/BL21 induced at 28,37,45 °C by
ultrasonic vibration; 7: % 5 ) 25 #X {& Expressed production of
pET-32/BL21; M. # F¥5 1t Protein molecular weight.
3 ARIREFSHRIATYHE SDS-PAGE 747
Fig.3 SDS-PAGE analyses of recombinant protions

induced at different temperature

1~5: W 37 C4l4 0.5,1.0.1.5,2.0.2. 5 mmol/L IPTG
S/ F K=Y Proteins from pET32-mE/BL21 induced by 0.5,
1.0,1.5,2.0,2. 5 mmol/L IPTG at 37 °C, respectively; M. % 4
#R#fE Protein molecular weight.
4 AEIPTGREFSHRIEFTYWE SDS-PAGE 5317
Fig.4 SDS-PAGE analyses of recombinant protions

induced by IPTG at different concentrations

1~5. WA NE IPTG %S 1.2.4.6.8 h J5 K™= Pro-
teins from pET32-mE /BL21 induced by IPTG at 1,2,4,6,8 h at
37 °C . respectively; M: % [145#f Protein molecular weight.
B 5 A[EMBEESHRESYE SDS-PAGE 7
Fig.5 SDS-PAGE analyses of recombinant protions
induced by IPTG for varied periods
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Fig.6 Western-blotting analysis of the products
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Construction and prokaryotic expression of multi-epitope

chimeric gene of sheeppox virus

CHEN Yi-xia WANG Ming-ming LONG Ling SHAO Zhong-wei LIU Jun-lin

College of Life Science and Engineering » Northwest University for Nationalities ,
Lanzhou 730124 ,China

Abstract To design a new gene encoding the multi-epitope chimeric antigen of sheeppox virus (SP-
PV) and express the chimeric gene, the dominant epitopes of ORF90, ORF112, ORF117, ORF55 and
ORF134 gene of SPPV were analyzed and selected by computer software and reported references. A re-
combinant multi-epitope chimeric gene including SPPV six multi-epitope genes was constructed and
cloned into prokaryotic expression vector pET-32. The recombinant plasmids pET32-mE were induced
by IPTG. The SDS-PAGE analysis showed that the concentration of the fusion protein in E. coli protein
was about 32,with a molecular weight of 41 ku. The optimal temperature,concentration of IPTG and in-
duced time for the recombinant protein were 37 °C ,0.5 mmol/L and 4 h,respectively. The fusion protein
was identified correctly by positive serum against capripoxvirus by Western-blotting, suggesting poten-
tial value of genetically engineering vaccine.

Key words sheeppox virus; epitope; multi-epitope; chimeric gene; prokaryotic expression
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