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as 1. The significance of difference was analysed at the level
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Fig.2 Relative expression levels of genes BN10

in different tissues of oilseed rape
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LR E AT AT RA BAE NS R BN 1; BN SYUKFETRZ R 8 M4, The relative expression was calibrated to

non-induced as control samples respectively and it was designated as 1. The significance of difference was analysed at the level of 5%.
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Fig.3 Relative expression levels of genes BN10 in Zhongshuang No. 9 leaves induced by MeJA and OA

351
. 3.0F
<
£ 2sf

X7 20F

e

‘;? 1.5+

=gy
< 1.0}
=
05}

0.0

FHIL SRR MeJA
M AR S0 A TR mAE NS IR 1 Bk 5% KT 25 B3P, The relative expression was calibrated to
non-induced as control samples respectively and it was designated as 1. The significance of difference was analysed at the level of 5%.
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Fig.4 Relative expression levels of genes BN10 in Suyou No. 1 leaves induced by MeJA and OA
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Gene expression of oilseed rape BN10 induced

by methyl jasmonate and oxalic acid

XIAO Chun-fang HOU Ming-sheng CAI Li

College of Plant Science and Technology » Huazhong Agricultural University sWuhan 430070 ,China

Abstract Using real-time quantitative PCR, the BN10 gene expression in roots, stems and leaves
of rape was detected. Its expression after the treatment with methyl jasmonate (MeJA) and oxalic acid
(OA) was also analyzed. The results indicated that the expression of the BN10 gene was detected in
roots, stems and leaves of rape with the highest expression level in roots, whereas the lowest expression
level in leaves. The expression level in the antiviral variety Suyou No. 1 was higher than that in the sus-
ceptible variety Zhongshuang No. 9. The BN10 gene expression was induced by MeJA and OA in a simi-
lar mode. BN10 was significantly induced after the treatment with OA and MeJA for 12 h and 24 h in
Zhongshuang No. 9 respectively. The expression level was 2. 50-folds and 2. 58-folds higher than that
before the induction, followed by a decrease. After induction for 72 h, the gene expression level in the
treatment of OA was 75% lower than that of the untreated control, whereas was still 1. 13-folds higher
in the treatment of MeJA than that of the untreated control. The BN10 gene expression in Suyou No. 1
was similar to that in Zhongshuang No. 9 induced by MeJA and OA excepted for that its expression level
was higher than that in Zhongshuang No. 9. BN10 was significantly induced after the treatment with
OA for 6 h. The expression level was 3. 05 folds higher than that before the induction, followed by a de-
crease.

Key words oilseed rape; virus; BN10 gene; induced expression; real time quantitative PCR

(AR % 4. TR 4 et)





