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Table 1 Five pairs of SSR primers screened

5|4 Primer J£51(5'-3") Sequences

5'-GACAACATCAACAACAGCAAGAGC-3'

TAA1
5-AAGAAGAAGAGCCCCCATTAGC-3'
TAAL 5-GAAAGGGTTACTTGACCAGGC-3'
’ 5'-CTTCCCAGCTGCACAAGC-3'
. 5-GAAAGCGATTGCTGAAAAGG-3'
s 5-CAAACGAAACAAGCCCTAAAA-3'
AN 5-GGATGAAAAATGCTCAAAATG-3'
5" TAGTACCCACAGGGAAGAGAGC-3'
5-GGAGCATATAAGCATAAACACC-3'
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5'-AGGAAAACGCATAAACCGTG-3'

23242526 27282930 313233 3435 3637383940 414243 444546

HB: HB #li (£} 4) HB pummelo( Maternal) ; WH . T. P4 JC ¥ W #f (& &) Jiangxi seedless Ponkan (Paternal); 1-90: 2432 J5 18 Off-
springs marker; a:TEAREFEARIC Maternal marker; b: X A¥F FFRiC Paternal marker; — 78 #1 &4 New band.
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The amplification bands of CS2 primer in 90 offsprings
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HB: HB #hi (£}:4) HB pummelo( Maternal) ; WH . VT P4 JC#% R #f (5 4<) Jiangxi seedless Ponkan (Paternal); 1-90: 2432 J5 18 Off-
springs; a: FFA4E RFRIC Maternal special marker; b: & A4 2 FRiC Paternal special marker; — 78 &4 New band.
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Fig.2 The amplification bands of TAA27 primer in 90 offsprings
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Fig.3 Dendrograms of parents and offsprings
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Identification and genetic diversity analysis of
hybrid progenies from HB pummelo

YANG Hai-jian YI Hua-lin

College of Horticulture and Forestry Sciences ,
Huazhong Agricultural University ,Wuhan 430070,China

Abstract Five pairs SSR primers was selected to identify 90 offsprings obtained from crossing HB
pomelo(Citrus grandis Osbeck) with Jiangxi seedless Ponkan(C. reticulate Blanco). The rate of true hy-
brid was 97. 8%. There were lost and novel bands in some of the hybrids. The genetic relationship be-
tween parents and offsprings was analyzed with UPGMA. The hybrids could be divided into four groups
with similarity coefficient of 0. 720 and only few progenies were clustered with parents. These created
germplasms provided new materials for the citrus cultivar improvement.

Key words HB pummelo; cross-breeding; hybrid identification; SSR; genetic diversity; UPGMA
cluster analysis
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