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Fig.1 Experiment process diagram
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Table 1

AF RS T T P 10 L S R O 3 I SR 40 MR B
FTFPAE 10 . FhEEr 19 DNA, FIFH A8 [F] b i 57
T4 bk,

1.4 DNA MR H*

JH 800 pL 9 1.5 X CTAB DNA Hhi#2 % [15
g/1. CTAB, 75 mmol/L. Tris-HCI (pH 8. 0), 15
mmol/L EDTA (pH 8.0),61.4 g/L NaCl ¥ 7K #5
A AR R FE R R 1.5 mL B, 65 C
KB 20 min, & 8 min #iR¥% 1 K. KIBEHR)E, WA
500 pL @A/ S R EE (24 + 1), 8B R A 10
min,10 000 r/min &> 10 min, H 400 pL [ 7E%%
NHRI B LA A 800 pl VKR 95% R & 1
ALK E#E 20 min J§ 12 000 r/min B> 15 min.,
B4 EWE A 500 pul 75% S BEBE G TLTE . 25 50
T4 30~60 min 5, A 200 pL KB ddH, O ¥ fiF
DNA,

1.5 PCR #&ifll

S5 B ¥R A T Gramene 848 & Chttp://
www. gramene. org/) , i DA T A TR H RIR
F AR A A M (F D, 7E BIO-RAD S1000 PCR
FWAL EHEATY 4G . RN AR R AL 1 pL DNA #(
#, 1 X PCR buffer, 150 pmol/L. dNTPs, 0. 1
pmol/L SSR 5[# (% 1),0.6 U Taq i, 20 pl &
MARZR, PEEREF N 94 °C 5 min;94 °C 30 5,55 C
30 $,72°C 30 5,35 MG ;72 °C R 7 min, S
PRI A Y0 SR TN Bk e E S (PAGED HLUk , 4R 4 5
SRR,

SSR HRIESI M 1E B

Information about primer sequence of SSR markers

FFiE 4 ¢ Markers IETT 519 7 51

Forward primer sequence(5'—>3")

FAC e 2]

Reverse primer sequence(5 —3")

RM1920 CAAACACAGTGTTGACAGAA GCTATTGACTTATCCGTTCA
RM6295 AGCTGGGCTTCGAGATTTTC AATCAAACGACGACGACGAG
RM1307 GCATCCGACTATTCTCCAGC CCCTTCAGGATTAGCATTGC
RM13693 ATTCGGAAGCACCACAAGATGC CAATCAGGGTGGTGATTTGAAGC
RM7511 GAAGCCATGTCCCTTTTCTG CACAGCGAACGTGATGTCTC
RM13732 CCCATCACGTAGGCTCACTCC ATCCTTCCCAAATCCCAACTGC
RM3512 ATACATGCATACTCCGATCC TCGAGTTGTGAAAGATAGGG
RM3289 CCATCTCTACCGGCGACTAG CAGGCACTGTTTGGAGTGAG
RM6122 CCGCCCTCTTCTTCTTCTTC TAGACACCAACAATGGCGTC
RM497 TCCTCTTCACCTATGGGTGG GCCAGTGCTAGGAGAGTTGG
RM13855 GCAGTCAAGTGACCGAAGTCAAGG TGCCGCGTTGATCTCACACC
RM3685 AAACGTATTAGTGCGCCCAG TCTCGCTTCTCCTCCTCTCC
16 HLAEFFHE TCH KWL 6 i, SR J5 He A B T 15 3R 0k R &R

D@L T . a6 kR 0GR 252,
5% ZBEEMMBE T 1 min,0. 15 % FFRKIEH 20 min,

P10 ML, BB 10~12 WA F,26 CHREIEF40 d
R L N IR O X - S 2 =B s R T i
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L;+3.0 mg/L 2,4-D+ 800 mg/L CH (K fi# li% &
H)+3% Maltose+0. 25% Phytagel,pH 6.0,

2) WHA M, BRI A — B
MOHEAB R TR, B HRARKE 3 MER,
FEAS TS HE SO TR R 4 Ui 2
26 CHEREC16 h /8 h BEHD 1 50 d JFid# 4
R A 35 R b A A i 0 i L 2VE T
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N A FR I A A5 X100 %) . K373 o
#:DL, +2. 0 mg/L 6-BA+2.0 mg/L KT+0. 2
mg/L TAA+0.2 mg/L. NAA-+1 000 mg/L. CH+
3% Maltose+0. 25% Phytagel,pH 6.0,
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Table 2 The data analysis for plant regeneration

frequency with ¢ test in indica culture system

LR A

R 5 M3 AR . 1l
Lines No. Flank mark Plant regeneration t value
frequency
CK 35.45£0.072
1 RM1920-RM1307 52.6440.097 3.073 5
2 RM1307-RM6295 32.3040. 283 —0.193 1
3 RM1920-RM6122 26.5940.107 —1.439 1
4 RM13732-RM6295 23.6140.024 —8.5257
5 RM6122-RM6295 29.3240.017 —6.289 0
6 RM1920-RM1307 47.9240.090 2.393 1
7 RM1307-RM6295 39.8340.057 1.319 4
8 RM3512-RM6295 32.2940.079 —0.696 1
9 RM3685-RM6295 35.4240.036 —0.017 1
10 RM3289-RM6295 53.1340.097 4.897 67

1) % Fon B FEMIKFH 0.05 * shows significant at 0. 05 level.

Chromosome 2

/—wazo (25461)
/—RVII307 (25.825)
RM13693 (26.327)

(26.602)

/—RM7511
—/—RM13732 (26.800)

/—RM3512 (27.315)

RM3289 (27.943)
RM1920 —\

RM6122 (28.429)
RM6295 RM497  (29.028)

RM13855 (29.116)
(29.209)

RM6295 (29.406)

W58 SE ALY DX 4 5 U7 R AR I I 78 AL A 4 B B/
Mbp BShows the position of PRF; Numbers in brackets meanphysic
distance of the SSR makers with unit of Mbp.
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Fig.2 Linkage map and position of QTL

for plant regeneration frequency
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Effect of a plant regeneration frequency QTL in rice

LI Jing LIN Yong-jun

National Key Laboratory of Crop Genetics Im provement ,
Huazhong Agricultural University sWuhan 430070,China

Abstract HJ-37 was developed through backcross and marker-aided selection by using japonica va-
riety Nipponbare as donor parent and indica variety Zhenshan 97B as recurrent parent. F, seeds from
crossing HJ-37 with Zhenshan 97B were used to select the recombinant plants with SSR markers. Then,
the homozygous seeds from the recombinant plants were used to test the plant regeneration frequency.
Meanwhile, SSR was utilized to map the recombinant sites. Finally, the effect of this QTL was verified.
Average of plant regeneration frequency and ¢ value of plant 10 is 53. 31 % and 4. 897 6. This data shows
plant 10 is obviously improved in PRF. Meanwhile, the distance of QTL was narrowed to the segment
between SSR markers RM3289 and RM6295. The result will be useful for isolating and cloning the gene
of high frequency of plant regeneration.

Key words rice; single chromosomal segment substitution lines; SSR; recombinant plant; plant

regeneration frequency
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