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Table 1 Different treatments of pre-amplification factors éé{ﬂlljfé , %ﬁj\lﬁ&‘p Dzso/Dzso H:{EE 1.8~1.9 Zl‘m ;
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AT (mol/L) (mmol/L) U (mmol/1) 22 Wy BERMRL
1 0.4 0.1 0.5 0.2 I g R, Mg® WM 0.4 F] 1.0
2 0.6 0.2 1.0 0.1 mmol/L, ¥ 3§ 5§ B AL e (B = 1L 2
3 0.8 0.3 1.5 0.6 mmol/lugfﬁﬁﬂ(%fiﬁﬁ’}t‘ﬂgo r%— Mgﬁﬁqu;ﬁiﬁﬂjk
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Table 2 Different treatments of selective amplification factors
2 ﬁﬁ%ﬁ%;ﬂz 25 mrlnol/L 10 mmol/L. Tag DNA 10 mmol/L
Factor Diluted Mg2*t/ dNTPs/ polymerase/ 5|#) P0/Mc/
times (mmol/L)  (mmol/L) U (mmol/L)
1 2.5 0.4 0.1 0.5 0.2
2 5 0.6 0.2 1.0 0.4
3 10 0.8 0.3 1.5 0.6
4 15 1.0 0.4 2.0 0.8
5 20 1.2 0.5 2.5 1.0
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Fig.1 Different selective amplification results

with different dilution multiple
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Fig.3 Results of selective amplification by primer
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in recessive-male sterile Sesamum indicum L.
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Abstract

Key factors affecting the digestion-ligation, pre-amplification and selective amplification in

amplified fragment length polymorphism(AFLP) analysis in sesame (Sesamum indicum L..) were opti-

mized. Results showed that the best protocol was 200 ng/pLL template DNA, digestion-ligation at 37 C
for 6 h,1. 0 mmol/L Mg*" ,0.3 mmol/L dNTP,0.5 U Tag DNA polymerase in the pre-amplification
system and pre-amplification products diluted by 10 times,1. 0 mmol/L Mg*", 0.2 mmol/L dNTP,and

1.0 U Tag DNA polymerase,0. 6 mmol/L primers in the selective amplification.
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