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fermentation liquid and nicotine medium
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Isolation and characterization of a high nicotine-degradation bacterium

KONG Wen XIAN Feng LI Chang-ying WANG Jia-xin LI Xiao-hua

Key Lab for Biotechnology of the State Ethnic Affairs Commission/College of Life Science ,
South-Central University for Nationalities ,Wuhan 430074 ,China

Abstract

Thirty bacterial strains were isolated from soil using nicotine as the only carbon source

and a high nicotine degradation bacterium strain,named as DBA5,was screened out from them. Based on

standard morphological, physiological properties and 16S rDNA analysis, DBA5 was identified as Ar-

throbacter nicotianae. When the medium with 4. 0 g/L nicotine, DBA5 could grow well and degrade

93.32% of nicotine in 48 h. When the medium with 5. 0 g/L nicotine,it degrade 65. 10% of nicotine in

48 h. The growth and nicotine degradation of DBAS5 was declined when nicotine concentration was more

than 6. 0 g/L, and it degraded less than 7. 56% of nicotine. DBA5 showed high ability to degrade

nicotine.
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