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PCR ¥ 8 (R LR 25 pL, R R4 :50 ng £
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Fig.1 PCR amplification results of the 8th

intron of porcine MX1 gene
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Table 1  Distribution of PCR- Hpa Il -RFLP genotype

Fig.2

in MX1 gene intron 8 and allele frequencies in six pig breeds

o . JE [A A e TSP
fin A G ~
Genotype Allele frequency
Breed No.
AA AB BB A B
KA . 38 3(0.08) 7(0.18) 28(0.74) 0.17  0.83
Large White
£ Landrace 32 1€0.03)  5(0.16) 26(0.81) 0.11 0. 89
Mgk Tongcheng 24 1€0.04)  1€0.04) 22(0.92) 0.06  0.94
W Qngping 28 2€0.07)  3(0.11) 23(0.82) 0.13  0.87
SRVE RS
5 200.0 4(0. 11 29(0. 0.11 0.

Exi black 35 (0. 06) ( ) (0. 83) 89
KA Fo
Large WhitexX 180 36(0.2) 89(0.49) 55(0.31)  0.45 0. 55
Meishan F»

D455 A B dlE 22 78 3L K AU B0 % Data in round parenthesises show

frequencies of geneotypes.
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TE 4 A E g R R 2 A [ AR R bR T
MX1 35 8 W& T PCR- Hpa Il -RFLP £ &1
OYRATCR RIS g 1 R, fERALVK A
YT ST RN T B v i D] AR 3R R PR A R 2% S
AN BB PR AL S AL B R A
FLAER 1 A T G 1 RSB PG R i 455 5331
4 0.83,0.89.,0.94.,0.87.,0. 89,78 KAHMFF, BEA& b A

S BEPRB RN 0. 45, B 20 FL A% R0, 55,
24 3% MX1ERE Hpall i S EFEE 54 =R E
KBRS

I SAS S 180 sk KA F, AR A 1R 2E 47
MX1 3 PRUAS [R) 56 A A8 55 A 7= P 4R 04 DG Bk 3 A7 R st
B pifhit, R WE 2, MX1T HHE 8 NG T
Hpa Il v 55 5 18 52 5% 08 R R IR L& W35 O0CHE /B
SR MRWLR 7R LR R R R BN I U0 (P<<0. 05) ,
R UL 2 R PR 3R 3R B W MR AN

K2 ¥ MX1EREE S HNETF PCR-Hpa Il -RFLP EFE & SRE MR ST 4"

Table 2 Statistical analysis of porcine MX1 PCR- Hpa [ -RFLP genotype in intron 8 with carcass traits

MX1 PCR- Hpa Il -RFLP %4

Mtk MX1 PCR- Hpa ll -RFLP genotype Genetic effect
Trait AA FEH AB F R 1 BB & [K 7Y IR A B APERN
AA genotype AB genotype BB genotype Additive Dominance

9 A% LMP/ % 54.59540.343 a  56.138-+0.357 b 55.380+0. 460 a —0.355740. 292 —0.5640.233"
J& 53 DP/ % 72.85540.442 a  72.0260. 460 a 71.44140.595 b 0.68940.374" 0.04440. 298
W E% IFR/ % 2.9750. 060 2.9680. 062 2.900240. 080 0.03340. 051 —0.01540.040
JA P EEJE SFT/cm 3.5000. 061 3.387+0. 063 3.504+0. 081 —0.00740.051 0.05640.041
6~7 BEMEMIE 6~7 RET/cm 2.76140.048 2.71740. 050 2.7014+0. 065 0.02740. 040 0.006+0.032
i) B2 A (8] 2 )52 TFT/ em 2.02970. 046 1.964740. 048 1.98240. 062 0.021240.038 0.020240. 030
B EE BFT/cm 1.89440. 055 1.8960. 057 1.83940. 074 0.022740. 046 0.01540. 037
FHHE ABT/cm 2.5480. 045 2.49140. 047 2.5080. 061 0.016240.038 0.01740. 030
MRWLE LEH/cm 7.21040.184 a 8.04340.192 b 8.0344+0.247 b —0.39940.155*  —0.208£0.123"
MRLSE LEW/cm 6.032+0. 156 5.883+0. 163 5.77440. 210 0.214+0.132 0.10720.105
RWLE AL LEA/cm? 29.29540. 397 30. 76540, 414 29.780+0.533 —0.246+0. 332 —0.61440. 265

1) /NG B 32 7R 35 R R[] 22 5 B 35 (P<C0. 05) . * R FEK BN 22 5+ 8 % (P<0. 05), Significantly differences between the geno-

type are indicated with different lower case superscripts are at P<Z0. 05, asterisk( * ) indicates significant differences between the

gene effect at P<<0. 05. LMP: Lean meat percentage; DP:Dressing percentage; IFR:Internal fat rate; SFT:Shoulder fat thickness;

6~7RFT.6-7 rib fat thickness; TFT: Thorax-waist fat thickness; BFT:Buttock fat thickness; ABT: Average backfat thickness;

LEH:Loin eye height; LEW :Loin eye width; LEA:Loin eye area.
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X g %1% | PCR-RFLP J7 ¥ %t [/ 4 4k 7 4 5 Fh
MX1 B[R 14 405 1 2 8 PEE1T 40 B, LA
B 3 AN S PR R AN [] v A5 07 356 DR A 12 AR
K220, Nakajima %5 WF 58 & M MX1 JE 56
13 #M5LF 3 bp BYBRIC AT 14 4h T 11 bp MBS,
11 bp B MXT1 ¢ T XF 38 3 P 9 B 76 M 19 4t
Pk,

AR E W EI MX1 JEHE 8 & F 167 bp
A ZRARAE R VK 3 IR T RN SR P 2R b 5
A2 AR 2R, 7] H T REAS & i /)

1=y
HE &

JrEL. AL RAE 180 Sk KA Fo AU AL B 4 fi B
A R 23T . 5% MX1 JEEE S W& T HEBLEA
Rtk 1 S TR 205 5 A st e Sf TR LA i 4 R TR
FRITIHE . F L MX1 FEFE 8 W& T X %R
ek T B 5 EE R I EEH .
32 MX1EEMERXESH
ARG, AB R 8 R B B AT AA

1l BB H: KB (P<<0. 05). A FIl B 3 K ) 7 72 78
— PP RIS . AB.BB 3[R R 5 R R
WL T AA FERB(P<<0.05) . 8 R IR AL
FTEIZ R Z P R IR (P<<0. 05) , fE H Ff
S e TP A R X A T R R S AR L v Y sk A
W] o R JUL 75 08 A 23R 3 By b e A A A 7 S
H A R R 2 i O A v IR UL o5 R o

K0 A= 7 1 R A2 5 s R e R 3t A% ML XU ER PR R
M) 40 SR 2 X S A s A B i UG A e
AE T R R B PR P R R R AR S e . H AT X BT
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Abstract

Cloning and sequencing of the eighth intron of porcine MX1 gene indicated that a G167A

substitution which can be detected by restriction endonuclease H pa Il . This polymorphism was analyzed

with PCR-RFLP among six foreign and Chinese pig breeds. The analysis results showed that frequencies
of allele B in six pig breeds was 0. 83,0.89,0. 94,0. 87,0. 89,0. 55 in Large White, Landrace, Tongcheng,
Qingping, Exi black pig,large White X Meishan F, progeny pigs respectively. Statistical analysis in 180

Large White X Meishan F, progeny pigs showed that the Hpa Il polymorphism in the F, population was

significantly associated with dressing percentage, lean meat percentage, and loin eye height. Additive

effects of dressing percentage,loin eye height were significant. Dominance effect of height and lean meat

percentage was significant.
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