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Fig.1 Morphology of colony,conidiophore and conidia of

pathogen of strain CM-6 produced on PDA plate
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KM EE ITS X 519 pITS1 fil pITS4
X CM-6 B #k ITS DNA F80 479 48, 3645 1 4~k
/N2 600 bp B DNA R Bt XFiz A Be b A7 v B A
J¥ . JF7E GenBank I i#47 BLAST 437, H ¥ 514
T AR MR (DNA 1y ITS1,5. 8S rDNA | 1TS2,
#B4y 18S rDNA Fi1 28S rDNA K DNA F B, 51
TR 5L A 75 Sphaeronaemella fragariae CBS

Phomopsis obscurans IAEIE7/E T AN AV T e A
BFEFPEW E CM-6 B AR H Phomopsis obscurans
(Ellis &. Everh.) B. Sutton,
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Table 1 Effect of temperature and light on mycelial growth and sporulation of strain CM-6
) . BT B AR/ cm A KA/ (em/d) A/ (4 /em?)
WEE/C Average diameter of colony Growth rate Sporulation(spores per cm?)
Temperature
YEHR Light M Dark YE R Light MRS Dark FE IR Light MRS Dark
15 1.4 1.1 0. 46 C 0.41 C 6.1X107bB 5.8X10° bB
20 3.7 3.3 1.31 bB 1.20 bB 8.9X107 bB 2.2X107 aA
25 5.8 4.8 1.98 aA 1.75 aA 5.8X10° aA 2.3X107 aA
30 5.6 1.7 1.85 aA 1.70 aA 3.2X10% aA 2.7X107 aA
35 3.6 3.1 1.23 bB 1.15 bB 0 0
40 1.4 0.9 0.43 cC 0.37 cC 0 0

D FFVEAE G & ARF /N sk KRS FRER R #E 0,05 8% 0. 01 K P EEFARE TR,

Figures followed by common letter within the same column are not significant at 0. 05 or 0. 01 level(the same as following table).

25 pHEMBEZEKMFRHNZIE

s CM-6 T Ak 70 42 Fh 7E pH 3~10 /Y PDA 5
Frdk 1,25 CAMF O IREE F%, Hm 2288 ) DL AE K
A=K 2), 76 pH 6 FMF T H 224 K BRIk
1.98 em/d; 3557 15 d Jo , I 22 7 fid 5 W] 35 5. 8 X 10°
A/em’, BIRZE R E W pH EH R 6 B fiwid & CM-6
AR T 22 10 A R

# 2 pHIEX CM-6 EHE £ &£ KM =K% m

Table 2 Effect of pH value on mycelial growth and

sporulation of strain CM-6

B AR/ cm
pH Average diameter

A/ (4 /em?)
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EREFE/ (em/D

Growth rate

of colony (spores per cm?)
3 2.4 0.09 eE 0
4 3.7 0.41 dD 0
5 4.8 1.09 cC 3.2X10% bB
6 6.5 1.98 aA 5.8X10% aA
7 5.6 1.53 bB 3.8X10% bB
8 4.1 0.87 cC 2.8X10% bB
9 3.3 0.31 dD 2.5X10% bB
10 2.8 0.12 eE 0
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Identification of Pathogen that Causes Strawberry Brown Blotch Disease

and Observation of Biological Characteristics
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Abstract

The pathogen that causes strawberry brown bloth disease was identified and proved

through a procedure of Koch’s postulation. Pycnidium and conidia were produced in the diseased leaves

and PDA medium. The pycnidium was spherical and black. The conidiophores were branching. The

conidia was oval or spindle shaped, transparent and single-celled, with the size of (5. 7-7.3) um X (2. 0-

3.0) um. Based on the morphological characteristics of conidia and its DNA, the pathogen was identi-

fied as Pho-mopsis obscurans (Ellis & Everh.) B. Sutton. The effects of temperature, pH value and

other environmental factors on the pathogen growth and sporulation were studied. The result showed

that the optimum temperature was 25-30 ‘C and the optimum pH value was 6, and light will promote its

mycelial growth and sporulation.
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