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Fig.2 Differential metabolic cloud plot about mutant and wild strain under culture time sequences
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Venn diagram of comparison and heat map of overlapped metabolite
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Table 1  Identification of overlapped significantly different metabolites
Wl MR /mn maw 0TI FR 0 4 B ()
m/z RT Adducts formula Name/types of metabolites
111.043 3 11.81 [M+H]! Cs Hs Oy K "I Benzenediol
325.126 6 11.81  [M+NH;]" CisHizNOsS  H Al (18)-Hydroxy-(2S)-N-acetyl-L-cysteinyl-1, 2-dihydronaphthalene
343.137 2 11.82 [M+H]" CisHz2 Og A M1 Coniferin
344.169 0 14.10 [M+NH,]" CisH2 07 % B 2 Hinokitiol glucoside
356,132 3 16.33 CMAH]. CroHoy NOs ;E&iiyl}i;zf;i[&(Zfaminoacetyl)fzf(Zfethoxnyfoxofethoxy)737hydroxyf
360.164 0 11.81 [M-+NH;]" CisH2 04 % B 2% 4-Hydroxy-3-(2-hydroxyethyl) acetophenone 4-glucoside
363.251 4 18.69 [M+H]" Cz2 Hs4 Oy K HFERZE (Z)-2,4-Dihydroxy-6-(8-pentadecenyl) benzoic acid
365.119 4 11.81 [M+H]" CiH22 Og A ¥ 58 10-Hydroxycamptothecin
385.233 4 18.70 [M+H]" Czy Hs2 Oy R JE 3,12-Dioxochola-1,4-dien-24-oic acid
T e T
401.228 2 15.66 [M+H]' C2y Hs4 O5 R RIS 7alpha-Hydroxy-3 . 12-dioxocholal-4-en-24-oic acid
166.278 5 19.15 [M+NH,]" Coi Hj2NsOs i?jﬁ ?insa:27:4D,irgf;}_lty;z;};:zh;?amziﬂigi( 20 rtrimethylerohex
472.237 1 19.12  [M+NH,]" CiyHs3 02 W %G8 2% Butyl (S)-3-hydroxybutyrate [ arabinosyl-(1—>6)-glucoside ]
920.481 5 19.13  [M+NH,J" CuHypOp K242 Chinenoside VI
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Effect of NADPH oxidase-related genes on metabolism

of Coniothyrium minitans

SUN Chi' JIANG Jing' HU Xianwen' FU Yanping® JIANG Daohong’

1.College of Science s Huazhong Agricultural University ,Wuhan 430070,China ;
2.College of Plant Science and Technology s Huazhong Agricultural University sWuhan 430070,China

Abstract To investigate the metabolic effects of NOX-related genes on Coniothyrium mintans ,1.C-
MS-based metabolomics analysis was applied to detect the metabolites of mutant Qnox1-6 and the wild
strain zs-1.The study shows that fourteen substances are significantly different between the two strains,
most of which are carboxylic acids and glycosides. And seven metabolites only exist in the mutant strain,
including hydroquinone, coniferine, saponin, three carboxylic acids and one other substance. These me-
tabolites, which are closely related to the parasitism of C. mintans against S. sclerotiorum.

Keywords Coniothyrium minitans ; NOX; mutant; parasitism ability; LC-MS; differential metab-

olites; metabolomics
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