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Table 1 The sampling numbers of six Brasenia schreberi populations and their original habitats’ characteristics
JE R Hb s 1B/ m Z 4 fE(N/E) A5 T A/ m? HRORE £
Population codes Sites Altitude Longitude/Latitude Habitats Area Sampling numbers
IR AR L 31°03'/ bk
SDS 3.5 150~160 9
Dongshan, Suzhou 120°23’ Pond
RAPNE 30°07"/ 5
HZC MK 29.3 e R 100~120 6
Daginggu, Hangzhou 120°04 Rice field
e R 30°11'/ i
HZD ) BUM A 62.9 o L 200~ 250 8
Zhoupu, Hangzhou 120°03 Rice field
1] & 0°10"/ F
LCZ A “E% 1 200 0107/ e 30~40 6
Zhonglu, Lichuan 108°43 Rice field
FINIAE = 1 30°12'/ b
LCF 1474 , 1 000~1 200 15
Fubaoshan, Lichuan 108°43 Pond ?
SIINERaNES 30°12' 4
LCY AN 1475 3012 /, it 3 40~50 2
Baiheling, Lichuan 108°42 Pond
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Table 2 ISSR primer names and its sequences
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Table 3 AMOVA analysis of Brasenia schreberi based on ISSR data
725 5 ok YR P Ik 25 S 4/ I Ve o
AMOVA 44Hi i A% S ok R ER:iN:s T T5 % 1#3}%/4 H SR % B P)
Source of Degree of Average Variant Percentage among L
AMOVA methods o . o Significance
varlation freedom varlance components total variation
J& B 1]
- X 4 35.2 4.0 85.6 <20.001
& BT84 A Among populations ?
Analysis amo LR
natyss £.im ne . mﬁim . 41 0.7 0.7 14.4 <20.001
populations Within populations
X 45k 1]
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X 3 [a] 43 By Among regions 7
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The analysis of genetic distances and genetic similarity among different Brasenia schreberi

populations with certain geographic distances
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Fig.2 The UPGMA analysis of different Brasenia schreberi populations (A) or individuals (B)
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M 01 02 03 04 05 06 07 08 09 10 11 12 13 5 16 17 18 19 20 21 22 23

M 24 2526 27 28 29 30 31 32 33 34 3536 38 39 40 4142 43 44 45 46

800
620
470
390
300

P345:
M 01 02 03 04 05 06 07 08 09 10 11 12 13 14 15 16 17 18 19 20 21 22 23

1300|
1 050
870

400

250
200

M 24 25 26 27 28 29 30 31 32 33 34 3536 37 38 39 40 4142 43 44 45 46
1300

780
500

320
250

AR Sk A 16 IR S5 S R A HCZE AR S 45 R/ bps M DL2000 DNA Marker, $Ki8 1~9: M AR 253K (SDS); 10~15:
FUM 23 (HZO) s 16~23. UM P KIE A 2538 (HZD) 524~29 . F))I| BB 2632 (LCZ) ;30 ~44 . R AF 1IN 253 (LCF);45~46.
FIEH A ZE3Z2 (1LCY) . The gray arrows point to the special bands,and its behind numbers are the molecular sizes; M:DL2000 DNA
ladder.Lane 1-9:SDS samples; 10-15: HZC samples; 16-23: HZD samples; 24-29:1.CZ samples; 30-44:LCF samples; 45-46:LCY sam-
ples.

Bl 3 ISSR #b3| ¥H = Bk T
Fig.3 The PCR band-patterns amplified by the core ISSR primers
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P o 2 e fE AR SR AT AT AE o I EURE AR R T B2k 5 [ 22 30 P817 . P825 P84S /A R ARSI M & 7K, - 5 5 BT Rom I W 1) DNA i

f) K /N, bp, The black boxes mean the bands existence,and the white boxes mean the band absent; P817,P825,P845 are the name of

“ s

primers, the numbers behind the indicate the molecular sizes.
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Fig.4 The molecular identity card of Suzhou,Hangzhou,East China and Central China,Lichuan Brasenia schreberi
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Constructing molecular ID cards of amaranthus species in Lichuan,
Central China, and SuHang,East China based on ISSR map
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GONG Hanyu LI Gang

Hubei Provincial Key Laboratory for Protection and Application of Special
Plant Germ plasm in Wuling Area of China/

College of Life Sciences ,South-Central University for Nationalities ,Wuhan 430074 ,China
Abstract Inter-simple sequence repeat (ISSR) markers were used to construct DNA fingerprint
patterns and molecular identity of Brasenia schreberi germplasm,an endangered aquatic plant in China.
The result of UPGMA cluster analyses showed that three B. schreberi populations (SDS, HZD, HZC)
from East China were clearly separated from the three populations (LLCZ,LCF,LCY) from Central Chi-
na.The UPGMA cluster analysis of 46 individuals of B. schreberi showed that samples from the same ge-
ographical region (Central China or East China) formed a group,whereas samples from different regions
were separated. Three core ISSR primers (P817,P825,P845) can be used to amplify the special band-pat-
terns of two B. schreberi varieties (SuHang and Lichuan) ,and therefore can be used for establishing mo-
lecular identity of B. schreberi germlasm.The differentiation at the molecular level of B. schreberi germ-
lasm is consistent with their geographical isolation and diversity climate zone.It is recommend that the
use of a variety of molecular markers to construct a molecular ID card database of different B. schreberi
species,combined with the characteristics of traditional traits,will facilitate the more accurate identifica-
tion of B. schreberi varieties resources.
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