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B DR A M R B SR R 2 e AR R B s CLRAME N B BARE (72) Jx OsATG 7 T35 6 SRR (F7) 5 DLBAYE X I8 B RE (78) B OsATG7 #
FkFEFL AR () . A.The phenotype of OsATG7 mutants in maturation period, from left to right is negative, heterozygous, homozy-
gous; B.The panicle of OsATG7 mutants,from left to right is negative, heterozygous, homozygous; C.The panicle of interference trans-
genic plants, the left one is control; D.The panicle of overexpression transgenic plants,the left one is control.
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Fig.1 The phenotype of OSATG7 mutant in maturation period
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-V A W2 H) [ WA 5% 5 . A.MDC-stained autophagygosomes in the control plant roots after 1 day in darkness observed by fluores-
cence microscope; B.No fluorescence in homozygous plant was observed.
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Fig.2 Visualization of autophagy by fluorescence microscope
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A.The autophagosom in control plant leaf after 1 day of exposure to darkness. The arrow indicates autophagosome; B.No autophagosome

in homozygous mutant plants leaf after 1 day of exposure to darkness.
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Fig.3 TEM of autophagosome in leaves of OsATG7 mutant plant
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Functions of autophagy related gene OsATG7 in rice
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Abstract

The relationships between autophagy and senesence in rice under darkness condition were

discussed. The phenotype of OsATG7 mutants was observed. OsATG7 transgenic plants were over-ex-

pressed and interfered. The expression of OsATG7, SGR gene and the variation of chlorophyll content in

different genotypes of OsATG7 mutants treated with darkness was studied. Results showed that the ex-

pression of OsATG7 was associated with rice fertility. The expression of OsATG7 and SGR gene in-

creased sharply in homozygous mutant. The chlorophyll content of OSATG7 mutants decreased faster

than that of control plants. Under darkness condition, the autophagosome only formed in control plants

rather than homozygous mutants.

Keywords

rice; autophagy; abiotic stress; darkness stress;senesence

(=% R E4)



