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Table 1 Cis-elements in the promoter BDP2 which is related to endosperm specific expression

TCA 24 R HEBEIRY &4 Y E e
Cis-elements Frequencies Biological function
GCN4 motif | KA E A EF R ST AL

Related with the promoter of rice glutelin gene

Jo LA S5 3 3 9 T 249 D o F

Skn-1 motif 4 . . . .
Cis-acting regulatory element required for endosperm expression
o LokfEaRd A ma A B R E 3 A G
ARRI-binding el 2
inding element Related with the promoter of rice non-symbiotic haemoglobin gene
5 O EE [A] 5 %
ACGT motif ) 'ﬁ7k$am‘fH%ﬁzjﬁﬁj§ _
Related with the promoter of rice glutelin gene
I= = N ASI=85 N2
AACA motif ) 'ﬁ7k$aﬁﬁ_‘fb|%)ﬁzjﬁﬁk_ _
Related with the promoter of rice glutelin gene
. 5K & 7S globulin £ 5 31 T4 5%
SEF4 binding site 1
inding site Related with the promoter of soybean 7S globulin gene
E 37 =2 R == .
CGACG element . 57K F Hh « &’E’M?‘Ti%lluhﬂ?ﬁ?ﬁ
Related with the promoter of rice and barley alpha-amylase gene
T E NIRRT S B y
DPBECOREDCDCS . 598 MR R RS ERIE ST A X

Related with the promoter of carrot embryo-specific expression gene

BDP2 ) GC & 8 57.07% . 2 N shF 48 50~ B[R —ANJ5 8+ M i (19 % ik K P 22 A £, BDP2 7
403 bp 4bFFAE 354 bp B CpG 5. )8 3 F BDP2 f£ iR XK FH 5 T BDP1(E 3,
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SR A BT
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757 bp(El 1), #% PCR ™ ¥ 2 By i Wl 6 B¢ Fls K 43
5 B Il et ) & 4l Ak S s R B pEASY T, #i ik
T 58 U, 4K A5 09 PH M v BE 2 0 /U S 3% 3
PDXZ181 %A% FHHE R 4L SR (P 2) JF M AHT i M:DL2000 marker; 1:BDP1; 2.BDP2.
I RS KR AR AR 11 AR EIA9 T AR 1 JEZhF BDP1 1 BDP2 i PCR # 1
PR AL PR R A T B Fig.1 PCR amplification of promoter BDP1 and BDP2
23 GUSHZAKEL®E . .
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PR G, MBS R BEG (4, IEW] BDP1 Ml Zeskia 2 d i pu /R H . R O I 3 0K 35 24 41
BDP2 £ IR FL 45 5 BU XA JS 3. BDP21 MIRRZL  y g ] ] i 386 3 ) o 0% 380 4 5k PR U0 56 f B2, DRI T
P A E U T BDP11, H BDP22 BYIRFLAE I A0E sty 12 25 04 107 T A 2 JIR = 5 PR 7 3Bk 77 5 A s e PR
@ BDP12, 1] BDP1L 45 BDP12 B RIEACF 22 R AR A T — B ok 7 bk . ARWF0 R 5
AZ.BDP21 fl BDP22 M RIEKFMEAKR. B g T LOC_0s09g39540 Fl LOC_0s09g39 550 FiA~
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Fig.2 Schematic diagram of the T-DNA region of fuctional carrier pDX2181 with BDP
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Histochemical analyses of the expression pattern of promoters
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Cloning and functional analysis of a bidirectional promoter with endosperm

specific expression in rice (Oryza sativa L. ssp. japonica)

YANG Mei WANG Rui  LIN Yongjun

National Key Laboratory of Crop Genetic Im provement/
National Center of Plant Gene Research ,

Huazhong Agricultural University sWuhan 430070,China

Abstract The sequence between translation initiation site of a bidirectional gene pair(TIGR Locus:
LOC_0s09g39540 and LOC_0s09g39550) has been predicted as a bidirectional promoter. This promoter
was acquired from the genomic DNA of Minghui 63 by PCR and named as BDP1 and inserted into the
promoter function analysis vector pDX2181 in forward and reverse directions (named BDP11 and
BDP12). BDP1 was identified as an endosperm-specific bidirectional promoter in transgenic plants with
GUS histochemical staining. The expression efficiency of the two directions were low. The promoter
fragment was extended 123 bp downstream from the end nearer the transcription start site. The new
promoter named as BDP2 was inserted into the promoter function analysis vector pDX2181 in forward
and reverse directions (named as BDP21 and BDP22). The expression pattern of the BDP2 was the same
as BDP1. The expression efficiency of BDP21 and BDP22 were higher than that of BDP1.

Keywords rice; bidirectional promoter; GUS reporter gene; tissue-specific expression
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