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Table 1 Materials for the experiment
%5 FE i 44 B HT %4 K| T FE it 44 T % B3]
Code Name Latin name Type || Code Name Latin name Type
LT AR i
TRt C. hongheensis C 18 . r‘ﬁ HHTH C. reticulata Blanco B
Honghe Papeda Guangxi biangan
YR C. . g TER
2 ARRELE macropera var c |l 19 SR A C. reticulata Blanco B
Kerrii Swing kerrii Swingle Pubei short-branch biangan
2y 4 15 C. speciosa Hort.
3 S C. hystriz DC. Cc || 20 WEM 1S spectosa Hor A
Mafenggan Rough-peel mandarin No. 1 ex Tseng
AR 15 25 C. speciosa Hort.
4 . M( 7 C. ichangensis Swingle A 21 BECH ﬁ_ spectosa Hor A
Tianlin No. 1 Rough-peel mandarin No. 2 ex Tseng
- Ko C. macrosperma T. C. A 99 4% jf 3 5 C. speciosa Hort. A
’ Dazhongcheng Guo et Y. M. Ye Rough-peel mandarin No. 3 ex Tseng
ﬁ AL
6 - ﬁlf% . C. limonia Osbeck A 23 WA AiE C. reticulata Blanco B
Yellow limonia Layuegan
KRR C. limon (L.) Burm. L. A |l 24 A S Fortunella crassifolia B
Dahua white lemon Yangshuo kumquat Swingle
L AT A B i C. daoxi sis S. W,
8 J s C. limon (L.) Burm. f. C 25 . Lgﬁ% . aozmnefzszs‘ C
Eureka lemon Daoxian wild tangerine He et G. Liu
1 RE 4 Gl
X mﬁ: 1;?*% C. limonia Osbeck A 26 v “Eﬂ% . C. reticulata Blanco A
Pingxiangtuningmeng Hezhou wild tangerine
EJ B A
10 Vb Ml Shatianyou C. grandis Osbeck B 27 . ! ,Eﬁﬁaj X C. indica Tan. C
Indian wild tangerine
U4 55 Vb 1
11 . i / ﬂﬂ C. grandis Osbeck B 28 . rﬁ% i C. reticulata Blanco B
Lingnan Shatianyou Guangxi tangerine
Ti i .
12 FH Al C. grandis Osbeck B 29 JuHE Yuanju C. reticulata Blanco A
Zhenbanyou
KRR
13 fiz ¥ Sour orange C. aurantium Linn. C 30 . ! R X C. reticulata Blanco B
Cenxi sour tangerine
A2 Fan 7
e C. sinensis O (Linn. ) . ﬂﬁi B . .
14 . . B 31 Pingxiang red-peel sour C. reticulata Blanco B
Xinhui orange sbeck cv. .
tangerine
gl Y =i
_ 7 1 B A C. mangshanensis S. W. . . r‘ﬁ B . .
1 . . C 32 Guangxi red-peel sour C. reticulata Blanco B
Mangshanyegan He et G. F. Liu .
tangerine
2 i A A Poncirus trifoliata (1.)
16 C. reticulata Bl A 33 i
Semi-wild mandarin refreutata Blanco Trifoliate orange Raf.
b o Atalantia buxifolia (Poir. )
17 r‘vﬂ«ﬂﬁ . C. nobilis Lour. B || 34 P Tiubingle alantia buzifolia (Poir C
Guangxi Citrus nobilis Oliv

TE AT PG EF A AG G s BT PR 307 R CLOR IR R Bl

Note: A. The wild citrus resources of Guangxi; B. The unique

local varieties of Guangxi; C. The control varieties of experiment.

1.3 SSR-PCR #1 SRAP-PCR ¥ 1878 &

SSR-PCR ¥ ## & & FIRE 7 2 2% X1 55 2610 [ Jy
P IR MBS, YRR 20 pL 4G 2w DNA
M, IER G145 0.2 pl, 2.0 pl B ZE W, 2. 0
pL ANTPs, 1.2 pul. MgCl,,0. 2 ul. Tag DNA B4
fiff , Foox KO L B AFE K . PCR W R 72 95 °C
A ME 5 min; 95 °C 28 ¥ 1 min, 55 “C3iE & 1 min,
72 CHEAF 1 min,35 PMEF;72 ‘CHEMH 10 min,4 C
it 17

SRAP-PCR ¥ 34K & Hy:2. 4 pL DNA £ 4,

2.4 pL 10X Buffer,0. 4 pl. Tagq M, 1E 59145 0. 6
pl ,1.6 pl ANTPs, 12 pl WZE K, PCR X N 72
.94 CHiAEME 5 min; 94 ‘C 784 1 min, 35 CiB &
1 min,72 CIEAf 1 min,5 PEH ;94 ‘CAEPEL min,
55 CiB K 1 min,72 ‘CHEM 1 min,35 DME#H;72 °C
FEMH 7 min,4 CHELE .
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SSR 514 AATI2 Xt 34 XM BT AR (BPHBESRERAR 1, TH)

The ampilification results of AAT12 primer in 34 materials(Code and name see table 1,the same as follows)

R2 SFHIETEER

Table 2 Results of the molecular markers

[N REZN EIEYEA EZ Y2 300 35 B X B W) 2 A R A B

Marker technique Numbers of the primer Total polymorphical bands Average Polymorphical bands
SSR 22 221 10.1
SRAP 11 215 19.5

SRAP 4-20

20212219292630172818 19 9 313223 6241011125 4 147 8 1 22725151333 3 34

2 SRAP 5|4 medf-Eml0r 3t 34 #HiXIE M R MIFRIZE R
Fig.2 SRAP marker among 34 materials me4f and Em10r
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Fig.3 Genetic similarity cluster based on SSR analysis in 34 genotypes of citrus and its relatives species
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Fig.4 Genetic similarity cluster based on SRAP analysis in 34 genotypes of citrus and its relatives species
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Fig.5 Genetic similarity cluster based on SSR and SRAP analysis in 34 genotypes

of citrus and its relatives species
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Analyzing genetic diversity of citrus germplasm in Guangxi Province
with SSR and SRAP markers
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Abstract

SSR (simple sequences repeat) and SRAP (sequence-related amplified polymorphism)

markers were used to analyze the genetic diversity and relationship of 34 citrus germplasms in Guangxi

Province including 11 wild citrus , 13 local varieties and 10 control varieties. Results showed that 22

primer pairs of SSR were selected to obtain 221 polymorphic bands with 10. 1 polymorphic bands per

primer pairs. 11 primer pairs of SRAP were screened to obtain 215 polymorphic bands with 19. 5 poly-

morphic bands per primer pairs. The genetic similarity of SSR and SRAP for all germplasms accessions
was ranged from 0. 78 to 0. 96 and 0. 60 to 0. 92, respectively. Both SSR and SRAP can efficiently identify

real citrus including the lime and lemon, the pummelo, the mandarin and assorted hybrids, the Citrus

ichangensis Swingle,and the wide leather citrus.
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