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Table 2 Comparison of total E. coli and Lactobacilli populations in chicken cecum contents between different groups

(N3 i Xf 1R 40 i A 4l bR
Age Bacteria species Control Probiotics Antibiotics
21 KBHFE E. coli 8.324+0.27 b 7.4440.33 a 7.234+0.36 a
FLERFF T Lactobacilli 7.534+0.13 8.05+0.19 7.41+0. 28
12 KRIGFFH E. coli 8.08=0.27 7.77£0.15 7.57£0.15
FLERATHE Lactobacilli 7.3940.28 b 8.3540.13 a 7.1640.38 b

D R/ NG i 2 W 22 57 25 (P<0. 05) .
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Values with different small letter superscripts mean significant difference (P<Z0. 05).
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Fig.2 DGGE DNA profiles and UPGMA of the V3 region of cecal bacterial flora in broilers at the different age
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Table 3 Similarity index of DGGE profiles between adjacent week of treatment groups

Qb2 AH AR & 1% 1 AR LB Similarity index between adjacent week
Treatment group 7~14 14~21 21~28 28~35 35~42
X} &2 Control 52.8740.60 b 71.2740.66 ¢ 68.2+0.82 b 62.4+2.12 b 63.8+0.61 b
#5/E 4 Probiotics 41.8+1.81 a 73.940.73 a 73.0+0.73 a 66.640.71 a 68.74+0.57 a
P E A Antibiotics 55.94+1.78 b 66.8+1.00 b 66.8+1.00 b 61.9+1.52 b 65.140.36 b

D [F) 50 54 J5 b A [ /NG b 3 22 53 1 3% (P<<0. 05) . In the same column, values with different small letter superscripts mean sig-

nificant difference (P<Z0. 05).
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Fig.3 The diversity analysis of cecal bacterial flora
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Abstract

This trail was conducted to investigate the effects of probiotics E. faecium and Aureomy-

cin on the development of cecal bacterial flora in broilers. One hundred and eighty newborn broilers were

randomly divided into control, probiotics and antibiotics groups. The digesta in cecal were sampled ster-
ilely and rapidly from the broilers at the age of 7,14,21,28,35 and 42 d respectively. RT-PCR was used

to quantify the number of Escherichia coli and Lactobacilli. DGGE was used to estimated the changes of

cecal bacterial flora. The results showed that addition of probiotics could reduce the number of E. coli at

the age of 21 d and increase the number of Lactobacilli at the age of 42 d significantly (P<C0. 05). The

DGGE profiles showed that it's a transitional period from 7 d to 14 d,and a relatively stable period from

14 d to 42 d for the cecal bacterial flora. However,compared with the antibiotics,the addition of probiot-

ics could help cecal bacterial flora to get through the transitional period more efficiently and keep more

steady in the relatively stable period.
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