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A:S. saha # pZJUl; B:S. saha # pZJerm; C:S. saha * plJ8660; D:S. albus * pZJULl; E:S. albus * pZ]erm; F:S. albus # pl]8660;
G:ZX1 = pZJULl; H.ZX1 # pZJerm; 1. ZX1 # plJ8660, JIi A7 FE 22 N ¥ M 655 B i, 47 I 28 6Bl | Lelt: Bright field image, Right:
Fluorescence micrographs.
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Fig.2 Microscope images of Streptomyces mycelia
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Cloning and expression of a strong promoter P,
from Streptomyces sahachiroi ATCC 33158

ZHOU Jun HE Jing

State Key Laboratory of Agricultural Microbiology s Huazhong Agricultural University ,
Wuhan 430070,China

Abstract
sahachiroi ATCC33158,the 183 bp DNA fragment upstream of aziUl and the strong constitutive pro-

To identify and analyze the promoter region of the gene aziUl (P, ) in Streptom yces

moter P,.,.. (as the positive control) were cloned into the promoter-probe vector plJ8660. The enhanced
green fluorescent protein gene (egfp) was used as a qualitative and quantitative reporter of gene expres-
sion driven by the cloned promoters,P.;;; and P,z » with fluorescent intensity assay of mycelia. P,
exhibited high level of promoter activities in three streptomycetes, Streptom yces sahachiroi ,Streptom y-
ces lividans ZX1 and Streptomyces albus. In the early growth phase (up to 36 h),the activities of P
were a little bit lower than those of P, . However,by 48 h,the activities of P,y equaled and even ex-
ceeded those of P,.,,. . Therefore, that P,y cloned from S. sahachiroi was identified as a strong consti-
tutive promoter the same as P,z .

Key words  Streptomyces sahachiroi ATCC 33158; P,,.r«; promoter-probe vector; P, ; en-

hanced green fluorescent protein (EGFP); constitutive strong promoter
(T AE 2 4 TR & 45)



