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Table 1 Dominant epibiotic microorganism and separating frequency
Ay Fi Hi i B/ Y Separating frequency
Bamboo species Fungi Bacterium # Spring ¥ Summer Bk Autumn 4 Winter
B Cladosporium uredinicola Bacillus amyloliquefaciens 16.36(6.26) 22.69(82.59) 21.66(17.54) (4.66)
N. affinis Microdochium sp. 2 Bacillus cereus 18.93 (0.72) (15.79) (2.66)
Phoma sp. Bacillus sp. (64.58) 10. 15
Pleosporales sp. 1 Lysobacter sp. 1. 40 10. 89 14.17(28.07) 6.33(2.66)
Pleosporales sp. 2 Ochrobactrum sp. 10.59(1.44) 5.00(15.79) 16. 88
Pleosporales sp. 3 Pseudomonas graminis 32.38(12.09) (0.67)
Pseudocercosporella fraxini Pseudomonas sp. 25.74(74.57)
Saccharomyces sp. 1 Stenotrophomonas maltophilia 13.33(22.81) (0.07)
PEXGEIRAENT Alternaria tenuissima Bacillus amyloliquefaciens (37.84) 18.52(15.63) (11.64) (12.35)
B. pervariabilis Ascomycete sp. Bacillus cereus 0.52 (13.02) 17.70(15.75)
X D. grandis  Cladosporium cladosporioides Leucobacter sp. 11.50(6. 85) (16.05)
Cladosporium uredinicola Microbacterium arborescens  43.13(39.94) (1.74) (21.92) 3. 66
Davidiellaceae sp. Pseudomonas geniculata 18.52(62. 85) (5.48) (3.09)
Gibberella moniliformis Pseudomonas graminis 16.67(0.87) (29.45)
Leptoxyphium sp. 37. 64 6.19 16.67
Pleosporales sp. 1 1.56 6. 94 26.55
Pseudocercosporella fraxini 57.51
Trichoderma viride 13. 89
ESXi Arthrinium sacchari Enterobacter sp. 11.54(20.00)
P. heterocycla  Perenniporia medulla-panis Pseudomonas poae 19. 23 26.67(38.3D)
Phoma sp. 20. 00
Pleosporales sp. 4.76 23.33 33.33
Saccharomyces sp. 3 42. 86 11.54 20. 00 66.67
Shiraia sp. 52.38 30. 77
i Sk i Arthrinium sp. Curtobacterium citreum (84.93) 19.71
B. rigida Ascomycete sp. Curtobacterium sp. (6.39) 9.86(55.56) 32.91
Dokmaia monthadangii Paenibacillus pabuli 21.31 29.58 49.37(31.68)
Phoma medicaginis Pseudomonas sp. (11.87) 11.27(35.56)
Pleosporales sp. 53.83
712K Arthrobotrys foliicola Acinetobacter sp. 47.93 (56.91)
D. farinosus Arthrinium sacchari Bacillus megaterium 3. 94 2.27 18.18(51.28)
Ascomycete sp. Brevundimonas sp. 3.94 45. 36 20.45(38. 46)
Fusarium sp. Curtobacterium sp. (5.88) 24.74 (54.55)
Perenniporia medulla- panis Exiguobacterium acetylicum 12.99 49.87(13.03) 14.77
Pestalotiopsis cocculi Frigoribacterium sp. (17.65) 32.34
Pleosporales sp. Stenotrophomonas maltophilia 18. 15 6. 40 13.34(25.15) 1. 14
Saccharomyces sp. 2 17.05
Saccharomyces sp. 3 19.92 14. 77
VP RAT Ascomycete sp. Bacillus cereus 20. 00 (16.13)
B. multiplex  Bionectria ochroleuca Methylobacterium sp. 14.29(12.90)
Fusarium sp. Paenibacillus sp. 65.22(100. 00)
Paraphaeosphaeria sp. Pseudomonas graminis 20. 00 (64.52)
Pestalotiopsis microspora Pseudomonas (49. 36) 14. 29
Phoma sp. 10. 87
Phomopsis sp. 20.00 42. 86
Saccharomyces sp. 2 24.24
Saccharomyces sp. 3 57.58 21.74 40. 00 28.57

1) FE A% B 7 0 B 4 B AR L 155 TP B AN T A B AR (3R 2 [A]) . Former data is the value of fungus separation frequency,

data in parentheses represents bacterium separation frequency (the same as in Table 2).
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Table 2 Dominant endogenous microorganism and separating frequency
A7 Fip HH AT B SR /Y% Separating frequency
Bamboo species Fungi Bacterium # Spring ¥ Summer B Autumn & Winter
AT Arthrinium phaeospermum Bacillus amyloliquefaciens (100. 00) (40.87)  36.84(10.30) 15.38(75.71)
N. affinis Arthrinium sacchari Microbacterium sp. 20. 00 31.58(69.23) 7.69
Nigrospora oryzae Pseudomonas graminis (33.04) (30.77) 15. 38
Phomopsis sp. 15.79
PEX LT Arthrinium phaeospermum Agrobacterium larrymoorei (22.22) 33.33
B. pervariabilis Arthrinium sacchari Bacillus amyloliquefaciens (11.1D) (47.14)  10.22(59.52) 5.56(29. 85)
X D. grandis ~ Nemania diffusa Curtobacterium sp. (27.78) 10. 95
Penicillium citrinum Microbacterium arborescens 41.61 (35.52)
Pestalotiopsis cocculi Pseudomonas geniculata 31.25 (18.86) (4.76) 11.11€0. 30)
Phomopsis sp. Pseudomonas graminis (25.93)  33.58(15.87) 11.11(0. 30)
Phomopsis subordinaria 27.78
Pleosporales sp. 56. 25 5.56
T Colletotrichum boninense Paenibacillus pabuli 100. 00 (14.29)
P. heterocycla  Pleosporales sp. Pseudomonas poae 18.64(42.86) 25.00
Saccharomyces sp. 1 Staphylococcus pasteuri (95.24) 25.42 75.00
Shiraia sp. 33.90
Xylariales sp. 1 13.56
i Sk B Arthrinium phaeospermum Achromobacter piechaudii 100. 00 (37.04)
B. rigida Nigrospora oryzae Microbacterium oleivorans 13.33(75.00)
Phomopsis subordinaria 53.33
Xylariales sp. 1 50. 00
Xylariales sp. 2 50. 00 20.00
2l Arthrinium phaeospermum Agrobacterium sp. (17.47) 18.18
D. farinosus Arthrinium sacchari Bacillus sp. 100. 00 (33.33)
Ascomycete sp. Brevundimonas sp. 78.84(2.88) (33.33)
Perenniporia medulla-panis Pseudomonas argentinensis (51.93) 54.55
Pleosporales sp. Pseudomonas poae 21.16(26. 34)
Xylariales sp. Stenotrophomonas sp. 100. 00 (66.67) 9.09
g XA Ascomycete sp. Bacillus cereus 95.24(1.64) (33.33)
B. multiplex  Penicillium sp. Curtobacterium sp. (100. 00) 28.57
Phomopsis sp. 57.14
Xylariales sp. 14.29
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Microflora analysis on six kinds of bamboo leaves in Sichuan Province
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Abstract  Diversity and species composition of microorganism assemblages on the leaves of 6 spe-
cies of bamboo located in Sichuan Province were investigated based on the traditional forest pathology
and modern molecular biology methods. The results show that fungi and bacteria are the large groups on
the leaves. Although the bacterial quantity is larger than the amount of fungi, but the species of fungus
are much more abundant than bacterial species. There are large differences among the six bamboo spe-
cies about the microbial community structure. Ya'an area is obviously higher than that of Yibin and
Luzhou area. All kinds of groups present seasonal differences which can been seen from the separating
frequency. Cladosporium sp. » Saccharomyces sp. s Arthrinium sp. , Pleosporales sp. » Bacillus sp. and
Pseudomonas sp. are the species existing persistently on the leaves. Finally, some biocontrol strains and
beneficial microbes and even potential pathogenic microorganisms are obtained from bamboo leaves. In
conclusion, this study provides the basis for the screening of bio-control strains, developing microorgan-
ism resource and preventing the diseases.

Key words bamboo leaves; microorganism; diversity; species
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