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Fig.3 Relative expression of vg after UV light irradiation
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Influence of ultraviolet light irradiation on HMG-CoA reductase, vitellogenin
mRNA expression and oviposition of Helicoverpa armigera

WANG Zhi-jian NIU Chang-ying

College of Plant Science and Technology s Huazhong Agricultural University ,
Wuhan 430070,China

Abstract The objective of this study is to investigate the relative expression of HMG-CoA reduc-
tase (hmgr) and vitellogenin (vg) mRNA of Helicover pa armigera adults under UV light irradiation,
together with the fecundity variation of UV light irradiation group. Quantitative real-time PCR (qPCR)
technique was applied to detect the expression of hmgr and vg of H. armigera of the UV light irradia-
tion group. Total RNA was extracted from the whole body of H. armigera,and synthesized to cDNA
via reverse transcription. Specific primers on hmgr,vg and Factin in GenBank were used to carry out
qPCR. In addition,this study also recorded the number of the eggs for female adults after UV light irra-
diation. The expression of hmgr of H. armigera significantly increased after the exposure to UV light
irradiation from 0.5 h to 5.0 h, which was higher than that of control after UV light irradiation, while
the vg expression increased 24 h later after UV light irradiation. The results also suggest that the fecun-
dity of female adults significantly increased after UV treatment of 1.0 h to 4. 0 h. This study is the first
analysis of differentially expressed mRNAs in phototactic insects under UV light irradiation conditions

and gives new insights into the adaptation mechanisms responsive to UV light irradiation stress.
Key words Helicoverpa armigera ; UV light irradiation; HMG-CoA reductase; vitellogenin; ovi-
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