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Table 1 The occurrence frequency of chromosome

number in the cell of M. pellegrini

e A1 K e
No. of chromosomes No. of cells Occurrence frequency

<42 11 11

42 3 3

43 2 2

44 3 3

45 2 2

46 3 3

47 3 3

48 66 66

49 1 1

50 2 2

51 2 2

52 2 2

41t Total 100 100
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Fig.1 metaphase chromosome of kidney cell
of Megalobrama pellegrini
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Fig.2 The karyotype of M. pellegrini
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Table 2 Relative length,arm ratio, centromeric index and classified types of each

chromosome pair in kidney cells of M. pellegrini

R fhFs B Lt Arm ratio AHXS R/ % 22 AR KA
Chromosome No. (M=£Sp) Relative length (M= Sp) Centromeric index (M= Sp) Types
1 1.3140.11 5.80+0. 28 43.424+2. 30 m
2 1.18+0. 14 4,.7840.33 45.96+1.40 m
3 1.4440.18 4.50+0. 65 41.0941. 27 m
4 1.444+0.16 4.3240.25 41.06+2.56 m
5 1.3540. 15 4.16+0. 34 42.8042. 80 m
6 1.314+0.13 4,1440.39 43.29+1. 46 m
7 1.0640. 23 3.94+0. 22 48.704+1.58 m
8 1.184+0.17 3.92+0.49 45.94+2.26 m
9 1.584+0.19 3.8040. 34 38.7841.12 m
10 1.334£0.13 3.50£0. 32 41.4142.51 m
11 1.28+0. 20 3.1240. 36 44,32+1.66 m
12 1.354+0.18 2.88+0.26 42.55+1.13 m
13 2.54+0.15 6.62+0.21 28.0341.82 sm
14 2.20+0. 21 5.60+0. 33 31.2840. 88 sm
15 1.824+0.11 3.0240. 54 35.8941.18 sm
16 1.9240.12 3.924+0. 30 34.2240. 45 sm
17 1.85+0.12 3.78+0.28 35.1741.56 sm
18 2.034+0.13 3.78+0. 39 32.7041. 60 sm
19 1.81+0. 14 3.70£0. 20 35.86+2. 04 sm
20 2.534+0.16 3.60+0.25 28.384+1.34 sm
21 2.45+0.13 3.39+0.28 29.0742.28 sm
22 2.434+0. 20 3.25+0. 34 29.274+1.65 sm
23 3.48+0. 15 4.55+0. 30 22.3641.50 st
24 3.174+0.13 4.04+0. 32 24.0541.44 st

DM 18 Mean value; Sp:Frifi 2% Standard deviation.
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Fig.3 Ideogram of M. pellegrini
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Karyotype and cellular DNA content analysis of Megalobrama pellegrini

Y1 Shao-kui ZHANG Xin-hui YANG Kun GAO Ze-xia WANG Wei-min

College of Fisheries sKey Laboratory of Agricultural Animal Genetics s Breeding and Reproduction
of Ministry of Education/Key Laboratory of Freshwater Animal Breeding ,Ministry of Agriculture,
Huazhong Agricultural University sWuhan 430070,China

Abstract In order to investigate the cytogenetic characters of Megalobrama pellegrini ,the karyo-
type and DNA content were studied in the present study. The chromosome number and karyotype were
analyzed by a routine method including intraperitoneal injection of PHA and colchicine, cultivation invi-
vo,and slides preparation with air-drying and Giemsa staining. The results showed that M. pellegrini
had a chromosome number of 48 (2n=48) ,with a large and long chromosome pair and no heterosome,
and the karyotype was 2n=24m+20sm+4st, NF=92. Erythrocyte nuclear DNA content of M. pellegri-
ni was determined by flow cytometry using the chicken erythrocytes (DNA content is 2. 30 pg) as a
standard. The DNA content of M. pellegrini is 2. 82 pg and the ratio of DNA content between M. pelle-
grini and chicken is 1. 23.

Key words Megalobrama pellegrini ; chromosome; karyotype; DNA content
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