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Table 1 The optical density ratios and yields of total RNA

extracted by different methods
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Table 2 The optical density (OD) ratios and yields of

total RNAs extracted with improved SDS method
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tracted with acetone 2~ 3 times after being ground in liquid

I :Samples were ex-

nitrogen; [l : Between the two steps of precipitation, sam-
ples were extracted with phenol: chloroform: isoamyl alcohol
and chloroform: isoamyl alcohol, respectively; [ll : Between
the two steps of precipitation, samples were washed and the
impurity substances were dissolved with low concentration of
LiCl (2 mol/L); IV : Before precipitating RNA with high vol-
ume ratio absolute ethyl alcohol and NaAc, polysaccharide
was precipitated by low volume ratio absolute ethyl alcohol

and NaAc.
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Comparison and optimization of total RNA extraction methods

from twigs of Casuarina spp.

SUN Si''?*  CHEN Jie-ling® SHU Can-wei' WANG Jun®* WANG Xin-rong' ZHOU Er-xun'

1. College of Natural Resources and Environment ,South China Agricultural University ,
Guangzhou 510642 ,China;
2.College of Forestry ,South China Agricultural University .Guangzhou 510642 ,China

Abstract  High-quality RNA extracted from the twigs of Casuarina equisetifolia is used as the ba-
sis for the study of its gene expression. Five RNA extraction methods, i. e. Trizol method, CTAB
method, guanidine thiocyanate method, SDS method and Omega RNA isolation kit, were used to ex-
tract total RNA from the twigs of C. equisetifolia. The results showed that RNA was unable to be ex-
tracted with Trizol and guanidine thiocyanate methods, and the RNA extracted with CTAB method was
degraded; only SDS and Omega RNA isolation kit methods could succeessfully to extract RNA from the
twigs of C. equisetifolia, however, the RNA quality didn’t meet the requirement of further experiment.
SDS method, the most favourable methods in this study, was improved to get better results, and the
major improvement was the addition of steps for removing secondary metabolites. Evaluation experi-
ment indicated that RNA with high quality and yield was obtained from the improved SDS method, and
could be used for further study of molecular biology such as RT-PCR.

Key words Casuarina spp. ; twigs; total RNA; extraction method
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