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) TG Rl A= B i AN 28 3ok DRI A R 2 M AR
FHTT I J A 5 08— Fh ke ok 19 2R 58 07 X JCRlG A9
A W) 8 1 AR BE A 1 B TR B A [] L AT A A ) & b
PRALE AWy AN I RN T R BT A Y G Rl
A B R DR 3 gk R TR TR 1 O e ARSEAE
A LA ARAE W 00 Z b A 3 o 51 — TR R e
4 JC Rl A B

W E (Eulaliopsis binata) & —F RAFL TC gl
B EFHAY) R R AT AR W) A TC Rl 2B A T E 2R
FOL ST AE BT IR . Wk FE ¥ 460 S i R iR A= Y
2 T e R & T A TG 6L A A Y JC Rl A
AL R R O 20 L ) DI A 5, IR L e AR
RNEZHEH T B0 . A0 T R WY e s o H.
A 40 Z G AR SR DA R ARk X fE
JRAFET kR FS AN 4 5 R RAPD,AFLP 43 #5
B IS F W A A T E B 12 A Je 05 s
REX 2Ry 4 RS AL, R A OF 5 R B, BROAR e 20 R
1) TG il A A B R B AR 5 (95 %6 LA B, {ELJE 3R] R A
PR IE) A 5 7 O TC il & AR B R B AP TE 22 5 IR &
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H4TH. BRAREEILSTE (30670127)

NERS

1000-2421(2013)06-0001-07

PETC R & AR R 2B (6] — MR BT A b T #R A T
fill G 25 52, SOA e PE T il A= BE 28 AL (JR] — A fk
Aok A JC Rl G AR B Ay ROk A A R
B W A T A B A o R i — 2P B Y
TG il He B 5t 1 VR 45 BRI 43 28 A OG5 R 1) B il
SSR(simple sequence repeats) X FRAE L T 2
DNA,J Zr i TR K ERAEYER AT, 5E5
) RAPD,AFLP % 7r FFRiC Ml L . SSR B9 8 & K%L
FIE AL R R[], 045 SSR A2 815 i 9 22 45 4k, i
HAFAS GO R AL  E A R 1 22 S A 2 A S Lk
HITRIER AT LA B /st 2 25 1, I, SSR HERE # )™
12 TR ) A% 2R A A o AR L R R E
R AT 2 e i AEH Yl A 4 E PCR JF
KA AT SSR GIWy B A A K 3 R 5 W) R SSR 5
Vil A 3 Rl 0T & 17 R B SSR 514, I
FIF TR E S B B SSR Z P51 %0 1 e 2 & 2
A JE eI 2 5 5 AR A 4 7 U 22 e . ATIAIE 5 0T
FR 5 | 5 A /b 0k i N T 35 4% 22 40 R O A HH AL
AL R U HAD Iy v TF A 3 2 A 30 SSR 5|
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Yy A5 AR T HAT T 25 e A N A B T S 22 5L D
K AR A B A A SR e — 2 BB G RO AL AT
HENL A B T 35 03 T hRIC Z 18] B BOC & L TR B
FEICRL G A A B B0 HE Al . AR R AR A
B R i 8 R TR DNA 1Y J5 25 76 T8 & W) Fh e
SHY SSR 514 Jr i AT R K 24 i [a) AR A . AR B
FEM AWK & 421501 K 1 e i SSR Z 2541519,
X AN ] Jo A6 LA [] Bk 26 A7 22 285 A 000 1 3R 2K
M LIS O 3 52 A [a) A8 4 7 3R e 200 75 FNR A BF 52

SR 19 i LR T PR S AR 1 5 %
1 #R5ETE

1.1 # #

L1 AT 200 Jis A 24 il AR 7 A v Al R~ i 5
Hedth R TR LN S Rk, BRPY L PR
LR PG R BE B W R AR AR R T )T A
SEH TS AR 11 AN TR R REALEC 71 4> Btk 4108
Ji A PALAS [R] SRR 2 A B S B AR 4% S A B BB Y

Je 25 et A BIL ] B A4 AR B L ] Al S TE R R

HIRfERIE 1.
F1 RAEEHM K

Table 1 The populations and accessions in E. binata

J&#f Population

RS Accession number

ITRET

Xingzi, Guangdong

e v i £

Yangxian, Shaanxi

7 B Wi )1l Xichuan, Henan
P 75 1L BH

Shanyang, Shaanxi

1 e 15 B

Hengyang, Hunan

N % Neixiang, Henan
IR VY I Xixia, Henan
il g

Yunxi, Hubei

J7 V8 H 4 Baise, Guangxi
WAL FHL

Danjiang » Hubei

WAL B Yunxian, Hubei

ET1LET2.EAT3.ETAETS.ETT.ET8EATILEFI2. AT 3. AT 4. 2T 18. 2T
19 Xingzi 1, Xingzi 2, Xingzi 3, Xingzi 4, Xingzi 5, Xingzi 7, Xingzi 8, Xingzi 11, Xingzi 12, Xingzi 13,
Xingzi 14, Xingzi 18, Xingzi 19

HH LR 2 HE S HE 6. R 7.7 9 Yangxian 1, Yangxian 2, Yangxian 5, Yangxian 6, Yangx-
ian 7, Yangxian 9

Wil 2 i1l 3 i1 4371 5.7 )1l 6 Xichuan 2, Xichuan 3, Xichuan 4, Xichuan 5, Xichuan 6

WEH T BH 2 1 BH 4 1 BH 5. 1B 6 .t fH 8t FH 9 Shanyang 1,Shanyang 2, Shanyang 4, Shanyang 5,
Shanyang 6,Shanyang 8,Shanyang 9

MEPH 1 BE 2 M PH 3 AT BH 4 PH 5. RH 7 A5 BH 9 AT B 10,4 PH 11 Hengyang 1., Hengyang 2 .
Hengyang 3,Hengyang 4.Hengyang 5, Hengyang 7, Hengyang 9.Hengyang 10, Hengyang 11

WZ 1. N% 4. N% 5. % 10 Neixiang 1,Neixiang 4, Neixiang 5, Neixiang 10

Pk 5 Pk 6,70k 7 Pk 10 Xixia 5, Xixia 6,Xixia 7, Xixia 10

BV 1 EPE 2 B VE 3 R PE 4 B VE 5 8K PE 6. k8 VE 7 REPE 8 HEPE 9 Yunxi 1, Yunxi 2, Yunxi 3, Yunxi
4,Yunxi 5, Yunxi 6, Yunxi 7, Yunxi 8, Yunxi 9

H 2.5 3 Baise 2,Baise 3

FHIT 1 FHT 2 PHT 3 FHT 4 FHT 5, FHT 6 . FFT 7. FFT. 8 Danjiang 1, Danjiang 2, Danjiang 3, Danjiang
4,Danjiang 5,Danjiang 6, Danjiang 7,Danjiang 8

1 B E 2 B EL 5 B E 6 Yunxian 1, Yunxian 2, Yunxian 5, Yunxian 6

1.2 DNA £
KA CTAB 42 HU DNA V5, H 850400 6 i
TR DNA B R A,
1.3 E[E4H DNA X &g T R B U1 Fr B #91% £ = i
B4 DNA 300 ng A BamH 1 F1l Hind Il
37 CTEEY) A~6 h, PR I B D) 2 B 5 SR )5 A
65 °C FRIGNYITE. 1% MM EE R BRIk 1 h,EB
YL fie , PR [ 300~1 000 bp B9 DNA F Bt , I
GenClean #£ 28 BUIE B BE it DNA [8] g3 51 & 1] i
300~1 000 bp iy DNA F B,
1.4 HBLHI&E GERE . Y R
4 ZR SRR R AE 12 3k (Adaptor) JFEAI T .
Hind 11 OligoA 5'-TACTGGTACTAATGCG-
GT -3 ;
OligoB 3"~ ATGACCATGATTACGCCATCGA -5’5
BamH 1 OligoC 5-ATGACCATGATTACGC-

CAG -3';

OligoD 3-TACTGGTACTAATGCGGTCCTAG -5’

it TA- DNA % #5070 & #2VE 20 BR Bk 45 o8 B
J7 .65 °C 10 min K 1% T4 DNA Ligase, £ —20 ‘C{f
&
15 WEERIHIK

UGV DNA K 4% 3k % #2577 9 7 PCR X I+
98 CHMAEPE 10 min, VKIF R H1 10 min, % Promega
/N T) Streptavidin coated-beads 187 & J5 ¥ 0 A i
AP RIREER R ET S SSC LW JE Sl 6 X SSC) 65 °C
2428 30 min, 70 C 422834 1% . Ve, FH#E J1 22
MREERIS , 3% 10 . B INREBR I A W B s e 4 &
A HRM PR EE Y5 DNA B, ] PCR
Pk S A BREL R DNA B Be. 1. 5 % B M
Y T F ik RS L BT [Tz 300~1 000 bp AY DNA K
Bt . I H GenClean #:xUE IR E &E K DNA 5] 3t 51
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2 AF: T SSR 3 T RRICAr B 0 Rl G A B e RS Y J A 2 AR 3

& al i 300~1 000 bp i) DNA F Bk,

T bk WA ) DNA R BEK R
300~1 000 bp, i PCR =¥+ K 300~1 000 bp,
A0 UE B R 2R TR AR R R B
16 BHFENZEE. FKEREE

Kealifb 9 B B R BE A pMD-18T #8143 % .
A% W AL K AT B DHS o JK 2 45 4 i (R
RO AL S A &4 IPTG 1 X-gal A LB &
A B 3% 37 Al b R AT WA B O % L A5 B TR S
P4 S %

EEHOEE PER 50~100 pg/mL ¥ H
FEMWN LB WK IR, 37 °C 250 r/min IR H;
34 h, VIEIASIY RV-M,M13-47 FIHE4EH 09 5 4%
TFRREEVE R PCR R (9 51 49 - LA 3k 5 1% 55 10 1R VR
R, PIMA ( PCR isolation of microsatellite ar-
rays) % i 5 FH P v B

PR FERE (FF 2 25mk 2 2% DA 24570 ) 1) B T 2%
AR I R A RN W R M13 3 51 8 0 17 B )
T .

1.7 I EFE SSR 3| #igit i

A SSRIT Chttp://www. gramene. org/db/
markers/ssrtool) # H I ¥ 45 S o i sk T 8L P 5 L 4%
J5 A5 W% 84 Primer5. 0 %31 SSR 5[4 .

SSR 519 1 b A= W TR IR 55 A BR2S 7] A
PCR WK & 20 pl, #ifle DNA 150 ng, 10 X
Taq Bulfer(Tian-gen 28 F] % Mg )2 pL, dNTPs
(10 mmol/L) 0.4 pl, Taq (5 U) 0.2 pL, IEJZIA
SSR Z1#14% 0.5 pL. (10 mmol/L) , i1 E 8 T /K ZE &
KB 20 pl, PEHBHCN 94 CHIAEM 5 min, 94 C
1 min.iB k (£ 2) 30 5,72 C1 min, 35 1§,
72°C 10 min, 4 CIR A, ¥ ¥ H 8% & H
PAGE B HL UK 43 B AR S 4 I, 47 REORAE
1.8 HBZITHH

SSR 4 M, 76 AH [ 14 5 B A B L CRETRD A 43
TR B AW 1L, EHIE N 0.6k 238N 9,
HSTEARE . R Jaccard REW 5 T B 84 4H
PLREB Cos s Cos =X,/ (Xi+ X+ X)L, Hb X, o8
5 MPRFRLES MR A 0 R G X R X
GRS T AR RNES A MR RR R SRR, R
UPGMA J5 k17 R0 Bl b Bl NTSYS-
pe2. 1 A5 .

2 #RE5HH

21 SSR 3| S HERT

M1 228 A B BE e F] 98 A BHAME v B L 22
A 85 KA &AM DR HEH T 15 ZFHH
fil T 3 5 3 K B /N T 20 bp. JGEEBETT S 4. 3t
Wit 70 X B AT, 43k PCR 718 1 PAGE )¢
Kl 5 . Hoh g 27 X SSR 51 91944 2 8% &
(£ 2), 8 X 5| 4 7E B o 250 B0 J 7 W) 22 B4 1 2
SR B A RO KRR R 38.5% ., Bl 1 &
M DAY EBEMF 41 J¢ il % DNA ) PCR *

Wy 22 3k 72 P SR TR O T 5 M ARG ) R K 2 R L 1 T
X LG 2 3SR
|2 3.4 5 6T My,

622
527
404
309
242
B
190
1
1

34
2

PRI 1 ETRKAEF LET A FER 20001 30711 4. 75k 5,
M 4 PBR322 marker, Lane 1 to 7 sequentially Xingzi 1,
Xingzi 4, Yangxian 2, Xichuan 3,Xichuan 4,Xixia 5, M is PBR322
marker.

Bl ERAMIESY EBEMF F i R AMEEREH
DNA B PCR TR R GBI R R B E R
Fig.1 Profile of the amplication produets from genomic

DNAs of E. binata using primer EBEMF

< BT Xingzi,Guangdong

{8, Baise,G uangxi

1] Xichuan,Henan

T Danjiang,Hubei

AFE Yunxian,Hubei

FH Hengyang,Hunan
7Y Yunxi,Hubei

a‘] Neixiang,Henan

VI Xixia,Henan

LLIFH Shanyang,Shaanxi

#E Yangxian,Shaanxi

S

BEBBE B E
ki

—

0.70 0.75 0.80 0.85 0.90 0.95 1.0
IBAEAE M FEEL Genetic similarity coefficient

I EMEFEEHE SSR BEARE
Fig.2 Dendrogram by cluster analysis based on SSR

& 2

genetic similarity of 11 Eualiopsis binata groups



4 ISR N N R %32 %
K2 2T HESHEMIESIMHEXER
Table 2 Twentyseven polymorphic microsatellite markers and relevant information
. . Lo B KRB/ C
5194 B 51975 % )51 g/
€a ;
Primer name Primer sequence(5'-3") Repeat motif Size €
temperature
FIED Sense 5 —AA,(,(J(,TTQ(,LTQATLATTTQ—s , (TAGO), s 500
Anti-sense 5'-CCCTCCCTATCACTCTGTTC-3
S— Sense 5'-CGCTCTGATGCTGGACACGA-3' (o) - 6Lt
mwus Anti-sense 5~ TAACTGCCTGCTGGGACTGG-3' S :
Sense 5'-GAGGATTGGGTGTAGCGAAG-3'
AtSPL , , (GAA); 337 53.5
! Anti-sense 5'-GTGTCACAGCGATTATTGGA-3 ) 7
Sense 5'-ATAATCGCTGTGACACTTGC-3'
AN , , TCC) 5 (ATC) 462 48.5
INZZ Anti-sense 5'-TCCTCCATTGGTCCCTAAAC-3 (TCO: ’ 6 8.5
Sense 5'-CGTGAGGACACCAGCCATCT-3'
60S-1 A ) SIS (CT 1o 265 60. 0
Anti-sense 5'-TTTCGTCGGCATCAACAAGG-3
Sense 5'-GTAGGACCAAACCGCATAAA-3'
- CA)s TCGAT(TG). .
Xu-l Anti-sense 5'-CTGGATTGATTGCTCTTCTG-3' (CA)s (T®s 360 520
Sense 5'-CTAAGCCGTCCGTCCTCTGA-3'
- ATCTC), (TC)5sCAT(CA): 0.0
Xu-d Anti-sense 5'-AAGGGAACGCAAGGGCAAAG-3' (ATCTO (IO CATCA) s 290 6
e EDS Sense 5'-CTTGTGGAAAGAGATAGGAA-3' (AG) 650 0
ewRme Anti-sense 5'-ATAACCGTATTACCGCATTG-3’ o : :
— Sense 5'-CTTGCCGATTAGAACCAGAG-3' (A - o
7 Anti-sense 5'-TAGGTAGTGAACCAGGAGGG-3' “ o
EB720 Sense 5'-TCGTTCTGATACGGTTCCTG-3' T L5 o6
7 Anti-sense 5'-TATGAGCGTGATTATGCCTG-3' 1 7 s
Sense 5'-TTACCCCAGGTTCAGACAAG-3'
EB720 CDys 00 52.7
6 Anti-sense 5'-AAGGTGCCAAGAATGGAGAC-3' (€D ¥ ’
— Sense 5'-TGGTCGTTCTGGTTCTTATG-3' T - .
@ Anti-sense 5'-CGTTTATTTATGTTTCCTGC-3' o 7 )
Sense 5'-CTAACTCGCTCGCAGGAAAC-3'
EB7204b (TC)7 (AT, 430 52.7
Anti-sense 5'CACAGGGAGACAGTGACAAC-3' !
. Sense 5'-AATGCTGTGTTCCTGGGCTT-3' .
EB81939 _ G e e (TO) o 124 51.4
Anti-sense 5 -TGATTATGGCTGGCTACTGC-3
EBozsas Sense 5'-GGTGACAAGATTTGGAGGAC-3' T 126 -
2o Anti-sense 5'-GGAACCGACTGTAACTATGA-3' e ’
- Sense 5'-TAGTTACTGGCGGTTCTCTG-3' T Los S
7 Anti-sense 5'-CTTGCTTGTAGGTGGACGAT-3' “ 77 o
Sense 5'-ACTTAGTTGCTGTCCGTTCC-3'
EB92541 TC), (CT)3(TC 19 51.7
92541b Anti-sense 5'-TCGCAGGTGAGTGCTTGTAT-3' (TO(CD: (TOs 3 ’
Sense 5'-GAACAAGAAGGTGGAAGCAA-3'
EBrolBT (AGTTCGTC) 15 478 53.0
o Anti-sense 5'-CAAGGTAGGTCCTCGTAGCC-3' :
Sense 5'-CTTGAAAGAGGAACCGACTG-3' . ,
EB9252a , G A e (AG) s 400 52.3
Anti-sense 5 -TACTGGGCTAATGCTGTGAT-3
Sense 5'-ATGATTATGCCACCTTCCGC-3' .
EB9252b , R S (CT)s 111 19.5
Anti-sense 5 -CTGATGTGATGTTCCTTGTC-3
Sense 5'-CCTTATTAGTTCCCTTTCCT-3'
MEZ ense 5 -CCTTATTAGTTCCCTTTCCTS - (AT)s; 465 17.2
Anti-sense 5 -GTAGCACCCTTTTTTTCACA-3
Sense 5'-GCGTGGTGAACCGCCGAAAA-3’
EB111437 , ) GT)s (TG): 44 50.9
3 Anti-sense 5'-AAGACGAGCAAACAGGGGAC-3 (G (TG, 6 ?
Sense 5'-AGACTGGAGGGACAACGAGA-3'
EB111480 Sense 5 -AGACTGGAGGGACAACGAGAS (TTC)s 304 48.9
Anti-sense 5'-AGTTAGTGGGAGGGGCTTAG-3
Sense 5'-TGTTCAGTTGTCGCACCCTA-3'
AAC); 3: .
EBL1Z9 Anti-sense 5'-ATACCTCCGCAGATGGCTTT-3' ¢ ): 133 19.8
Sense 5'-TCCCTATTGTTTCTTCGTTG-3'
EBEMF (GA) 458 49. 4
Anti-sense 5'-CACAGTGCTAAGCCATTTCA-3' ¢ 7
Sense 5'-TGGTTCCCAAGTTCTCAAGC-3'
EBMEZ (TTTTTG). 456 51.6
Anti-sense 5'-GCCTGCGTCAGATAACACAC-3' ‘ ’
Sense 5'-GGAACATTGGAACCTCTTGC-3'
EB92532 Sense 5 ¢ GAACCTCTTGES (AG) 3 135 50.0

Anti-sense 5'-ACTGAGTTACCTACAGCGTG-3'
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Table 3 Microsatellites markers selected for Fualiopsis binata
P T SR K bp iEJ(‘FELJf;/“C B A5 Y S o B R B (AD 5%&%5%5(}310
Primer name Repeat motif Actual size Annealing Number of alleles A Polyr.norphlc
temperature per locus information content
FIEb (TAGCO); 413 50.0 9 0. 848
EB92533a (TC) 2 426 51.4 14 0.912
EB92533b (TO) 12 195 51.9 18 0.910
EB92541b (TC) (CTH3(TO) 4 193 51.0 10 0.762
EB9252a (AG) 51 400 52.3 34 0.953
EB9252b (CTD) s 111 49.5 21 0. 937
EBEMF (GA)s 458 49.4 11 0. 848
EB81939 (TCO) 19 124 51.4 6 0. 806
MG Bk B s A e i e A0 R TR SO R ik i BE N S P e 1l BHE R

ROEMHIr A WEWNAA X2 WM 8 X5l
(F3), 76 11 A JEBE LRI 123 A 5 47 56 B
AR S REXT S 4 AT LIS I B 6~ 34 4SS L AL SF 3
TR 15, 375 MR,
22 RAEAERBREHMNSEESHEESN

G SSR K4 4 14, ¥ il UPGMA X 11 A&
BESEAT IR AT (L 20, 25 51 W 7R 45 o o 1] st 4% A
I REAE 0. 70~0. 97 Z i), # B 0. 80 M HI{E, 11
A JEBERR LT 50 Ry 4 AN JERE RS T 258 56 1
RPN KRR A L AR SN EE T H
o PE L AR I 2R B EE 8 AN m e, P LLAr K
2 ASERE W PR RS B A H L P R R A

23 BEREMNAEBEP TINRKNBELS N
FFH UPGMA , A 5 SSR #4614 % 71 4~
IR AR UEAT B (/L 3) . B 3 AT E L 4%
PRI AE A RIPE R B 0. 65~1. 00, HEHL 0. 71
BIE .71 AN PR RAR B ATy 3 AN, HP s T
B2 R FRERE AR IR 2 D
BELE 1WAV BB BRSO &L S AR 3 A
BEFEBFEAAK.ET 42T 18 2T 195 2
FEALHE LU BH RN 1L B 0 B PR B e 2 S i B
9555 2K BET LAGr Ry 2 AN ABEL 55 1 W BF L5 A FH
ANV N i R AN RE N p IR I R 4

1
0.80

0.60 0.70
ALK R L Genetic similarity coefficient
B3 71 NEMEREKE SSR BRERIKE
Fig.3

Dendrogram by cluster analysis based on SSR genetic similarity of 71 Eualiopsis binata lines
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ALIE AR ERR . A TRk R S i
AR A — B HE TR RER 3 A bR R
KEFEEARE P R ERER 1 DR (kS
9 FRAE L1 BH NI )11 s 3 BT 7 ) R v, 3R ] 5 48 A Bk
5 T P HG At B [R] 9 5t £ B o T S AR D AT
RE M 7 Ho A 58 7 Uy 25 57

3 W #

Kandpal 25"V T REZR & ik THIEKE
A2 J5 T I ek R S A DR T R R R AR T T
A DNA W, i H A JF & (4 51 9 #5652 B br 4 Fi
MRS Y0 . DRI, Pk e S 1 AR O R R I T
BB A B Tz . RPN R R BR AR
BB WRRFE 4L SSR 514, ik T A ¥ 51 1Y & 2k
RIRE] 22. 99% . 5l I B AR N 33, 3% . Bl
JAEO SR R BR A 6 AR A 1 TR T 9 AT T
KBl ERCR K 22% . ASHF ST G ER B AR AR
A e 0 R A TR SO e 27 X SSR I B
W 2 B I A BT R CE R 38. 5%,
HE— 20 W 2R BT AR VA 2 — Rl e A% AT 5 b 5 25 ) el
R R k.

FE A0 i A 22 BEVE S i i, Wk R 348 45T i
it AFLP 48 FhRic 8 AR (b F 27 4 2 5 2 e B
B EH DN 9 DN ERRER N 4 P2l
X% R H RAPD 43 Fhricdt 5 ~F 1 12 4~
J00E R 4 B 4 P2 T KT R LG B PG A 9
AR — AR TR AR R B
VO R RS 3R — A A ARG 27 XA
AREY W Z SR G IE ] 8 XA 91 25 71k
519, IR R IX 8 X511 XF 11 A Je 26 % Jw 3 Al
TLAS R AR AT T it A8 Z R . RIS
MrE & R R X 11 AR BE R o 4 A3, ook
R R NN = o 2 I LIS AN N T s
BERI e — D BEN L KR AR 7| 6 2R R
A3 BRI — AN B 5 R AR RN AL R AR AT
BB 25 R — B . %8s R o i e 2
TE [ 1) 38t 1 22 B 1k DL S 2 AR R o B 43t 17 2k — 2B 1 4
FHRiciEdE . HAH SSR 43 Fhric X 11 4 g B
AN TR BRR HEAT A3 AT, BARAE R ZHUBBEN - & A HL R
RRAEF—ADHEh L2 TR RN
AR ) 2R T LA R O A O O 5 i T
b B 22 [B] A7 76 B0 R Y 3 A 22 5. ke AR R
i 1 75 2 (9 B 20 B SSR Z Ak B 4 ok | A TR

i BH e B O IE B 52 F1ACAY 12 A BOpREAT Al L 48
Il AR S R AR A 1 58 4 — B JO R A 2R R S AR
b 5800 H LR T a3 D HRON BEA R TRA A
A VR RL RBX 3 A Bk HL A B A A P A
RE ST o AR S X0 [R] — J B A [ Bk =2 W gt £ 22 S 9
SSR 73 B s AL F AT IE L 1 i A B LA Sk AT
AE A TR FH SR Bt T 1 — 20 A9 SE B k4l i HL oA 3R
T3 4R A A 5 T R Bk R I T A TR .

ST IR A SRR A D A 2 R AR A BIL
il Maki 8877 A S AT REOR A A RE RS 2R I, I
T 0 B A AEBR S DU 2 e M DX, A P R
it 28 3 DX, 7 e T B D, 3T P R AL T PR PE
PRLL BT R U M DX AES L MCH F2 B A XOR
T 25 AT BE AL 2 22 A A [ Y 3k PR R A A ST R R
f L PRTIT REAS PR 155 — JE et 1% 22 57 . BARAE Je A0
HR O R B 2R BE Y A RS BE ST Y e R 2
Mt To R A A B 2SR, RIOR B T A P 2R B e
I A B FATTAE e G il 5 2B 5 e 00 S R N B
T DR A B R R A ) R OR R R )
AT RE S e AR i e 20 e R 7 A AR Y P 2 —
Silander' """ £ i , e 4 JC @l A= 58 48 W) 47 A6 A P
M PL 2 AR TRt g R R A AL S A
F1% A 1) i PR T L2 3 e TG R A SRR o R A
DX, DT AR 58 1 PR JC il A= B T e K 1) a8 1 2 A4
DA g JiE I 1 gt A 72 S K P

Z % X #
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Analyzing the genetic diversity of apomictic Eulaliopsis
binata with SSR markers

LI Rong YAO Jia-ling

College of Life Science and Technology s Huazhong Agricultural University sWuhan 430070 ,China
Abstract Eulaliopsis binata » a newly found apomictic species belonging to Poaceae,was proven to
have diverse degree of apomixis among populations as well as individual. A microsatellite-enriched librar-
y was constructed by capture with streptavidin coated-beads magnetic beads adsorption. Twentyseven
pairs of polymorphic SSR primer were developed. Genetic diversities of 11 populations and 71 individuals
of E. binata were analyzed by 8 SSR primers producing 123 alleles. Each SSR marker amplified 6-34
polymorphic fragments. The eleven populations of E. binata had a genetic similarity coefficients ranging
from 0. 70 to 0. 97 and could be classified into 4 clusters,indicating the most populations of E. binata had
high similarity consistent with its apomictic reproduction mode. By UPGMA analysis, 71 E. binata indi-
viduals could be classified into 3 groups consistent with results of population classification. However,
three individuals from Xingzi population and one individual from Yangxian population were deviated
from their own clusters of population respectively and nested in a different location,indicating that the
genetic diversity was appeared in different individual of same population and the genetic difference may
be reflected the varying degrees of apomixis of plant.
Key words apomixis; Eulaliopsis binata ; SSR; genetic diversity; streptavidin magnetic beads ad-
sorption; UPGMA cluster analysis
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