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Pandoraea norimbergensis strain Y-33 (Gul129973)
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The construction of the phylogenic tree by 16S rDNA sequence of strain Al and related strains
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Phylogenetic tree based on AA analysis of bphAlcore
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Identification of a polychlorinated biphenyls-degrading rhizobacterium
and its bphA]1 sequence analysis

WANG Yi-xun' CAI San-shan' ZHANG Juan® LI Jing’
HOU Ming-sheng? CHEN Jing-yuan'

1. Hubei Academy of Forestry ,Wuhan 430075,China;
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Wuhan 430070,China;
3. Hubei Entry-Exit Inspection and Quarantine Bureau sWuhan 430050,China

Abstract A new PCB-degrading rhizobacterium strain named Al was isolated from the long-term
PCBs-contaminated alfalfa rhizospheric soil by enrichment culture. Through morphological observation
and sequence analysis of 16S rDNA, the strain was identified as Pandoraea norimbergensis. GC-MS was
used to determine the ability of resting cells degradation of PCBs, and it was found that the strain could
totally remove 56. 7% of the Aroclor1242 in 72 hours. The bphA1l gene core,encoding the catalytic site
of the large subunit of biphenyl dioxygenase,was sequenced and its third structure was also predicted. It
showed that the nucleic acid sequence of 6phA1l gene had 100% homology compared with Pandoraea sp.
JB1,and the third structure of protein had 99. 37% identity compared with Comamonas testosteroni
B356.

Key words polychlorinated biphenyls (PCBs); rhizobacterium; Pandoraea sp.; bphAl gene;

sequence analysis
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