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Table 1 Detection of CyHV-2 in goldfish in China by PCR
- - o ) &5 A
R4 4t K D o
I . Origin of goldfish No. positive/No. tested
_ocation s
rigm of goldlis (Percent/ %)
R B AR TR
6/43(13.95)
Wuhan Wuhan, Xuzhou, Suzhou / ’
I TN
3/23(13.04
Guangzhou Guangzhou /23( )
Jt 5% Beijing Jb 5t Beijing 1/6(16.67)
41l Total 10/72(13.89)

1) 1 1 () WL B f0 25 35 3R A3 R R . Source of goldfish was

inquired of ornamental fish dealers.
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Optimization of amplification
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China isolate

H.Fukuda isolate pgm

China isolate I&

. 240 . 260
H.Fukuda isolate & ALD: PVLRIFGDY

China isolate S38
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R 1) S [ R LA A 1 A 5 A ) = 6 B 1 A
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I E Wl 3 P 80 . P 8 A M S, LT AL
USRI 4 L HE AT I CyH V-2 19 4K 58 14 [|] = B¢ /&
1 35 PR R A 5 il 5 PR P 91 8 4 — 3. AR SE IR 1] =
B O &, CyH V-2 F E#k A H. Fukuda 43
BRI R IE M R 99, 490 XA 2 AR AT
TEDLIE 2, 10 i R 5¢ 42 3 TR 8 o A o, R
[ 4 0 DL B ) o U CyH V-2 58 4 — 3, {1 [
H. FukudaZy B #RAFAAE 1 DE LR Y 25 57 (] 3) .

P, DN H FTAT BR 5 50 o B R B L 4 AT 1Y
CyH V-2 [A] VL 75 Eh 3 >k I 1) CyH V-2 1] 5y [R] —
W7, [ H. Fukuda f£7F — & 19 22 5, (075 23—
1) FL 5T

180 . 200 . 220

280 . 300

H. Fukuda J5 51k Ji F GenBank & % )7 %1 (EU349286) ; China isolates ¢ I T 7 [E 4 a1 BH P REAS . B3 36 8 A 6] 10 & JE iz — 2
. FIEIFE, H.Fukuda:Sequence of CyHV-2 from GenBank (EU349286) , China isolate: Sequence of CyHV-2 from goldfish in China.

Shading is used to highlight regions with different levels of sequence identity. The same as below.
2 A CyHV-2 S BB KRFEEKE =B E B F 5 Lk 3t

Fig.2 Alignment of protein sequences of intercapsomeric triplex protein encoded by different CyHV-2 isolates
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YC110907gg
China isolat

H.Fukud

YC110907 U5 F o 32 il 5 5 & 4R # (JQ067603. 1), H. Fukuda J7 81 K i T GenBank € % % /¥ 51 (EU349287. 1), YC110907:
Sequence of CyHV-2 from silver prussian carp cultured in China (JQ067603. 1). H. Fukuda: Sequence of CyHV-2 from GenBank

(EU349287. D).
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Fig.3

Alignment of protein sequences of helicase encoded by different CyHV-2 isolates
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WESE CyH V-2 W] & Yy 4 0 F1 8 (Cy prinus carpio)
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Molecular surveillance of Cyprinid herpesvirus 2

in goldfish cultured in China

LI Lijuan LUO Yang-zhi LIU Xue-gin GU Ze-mao YUAN Jun-fa
College of Fisheries s Huazhong Agricultural University sWuhan 430070,China

Abstract Originally described from Japan, Cyprinid herpesvirus 2 (CyHV-2) was present in at
least five other countries and probably has a global distribution in goldfish (Carassius auratus). Up to
now,CyHV-2 has drawn little attention and is rarely reported in China. Recently, silver prussian carp
(Carassius auratus gibelio) farmed in Yancheng,Jiangsu Province, was reported by news to be infected
by CyHV-2 and caused heavy economic losses. But little was known about the ways of virus transmis-
sion, potential reservoirs and sources of infection for this newly emerged virus. Goldfish can be a source
of infection by carrying CyHV-2 but showing no clinical symptom. To understand the epidemiology of
CyHV-2 in China,healthy goldfish from markets in different districts were tested for CyHV-2 by degen-
erate polymerase chain reaction of the viral polymerase gene followed by sequencing. Results demonstra-
ted that CyHV-2 has a wide geographic distribution in China. Molecular study indicated that the se-
quences of DNA polymerase encoded by CyHV-2 isolated from goldfish in China were identical with the
published sequence for CyHV-2. The helicase sequences of CyHV-2 from goldfish were also partially i-
dentical with those from silver prussian carp cultured in China,suggesting that the virus carried by gold-
fish and silver prussian carp were the same, Between the isolates from goldfish and H. Fukuda from Ja-
pan,there was only one or two residues difference in the amino acid sequence of helicase or intercapsom-
eric triplex protein,suggesting that the two isolates of CyHV-2 were highly similar,but not the same.
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