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B0 9 min, ZEds EIE W AR S IAET BC i A9 R 3 IS
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Table 1 Frequency of occurrence of chromosome

number in the cell of P. parva

PRt gE| 2 Jfd %5 HE R/ %
No. of chromosomes  No. of cells Frequency of occurrence
45 1 1
46 5 5
47 9 9
48 5 5
49 9 9
50 66 66
51 5 5
A3 Total 100 100
& )‘a* : »
A v
Y ¥ *"y
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e A* e 3 &
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Fig.1 Metaphase chromosomes of

kidney cell of P. parva
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P B R 0 e e AR R K B AR R A g
TR ) AR BE R LRI 22 ki B, 15 31 A R AL Y
PR AR R (R 2), RYER 2 MEE R, &
Flifa AR UR R AN 50 Zk Y @ R L A 25 X, AR %
Levan 88" $i¢ i85 22 f5 04 0o 8 F A7 4 (0 14 iy 44 Al
SRR, AR 25 XYL AR Ry 3 1. Horpp
A 2R Y A (m) SR 9 R, M b B 2 22k Y {0 1K
(sm) A 11 %, W 3 5 4 22 i g A A (st) 2 5 X, A&
R IAT it A 2R G AR (O TR I 27 R A A% TN
REARN 18 m+22 sm+10 st, Y O AR (NF) ly
90, H1 I HES 22 Fl £ 1) Y R AZ B LI 2,
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Fig.2 The karyotype of P. parva
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Table 2 Relative length,arm ratio, centromeric

index and classified types of each chromosome

pair in kidney cells of in P. parva

@ik rES  MXKE/ % B & 2L AR K

Chromosome Relative length ~ Arm ratio 4Cemr()meric Types
No. (n=10) (M+S) (M+S) index(M=+S)
1 4.35+0.46 1.01+£0.19 49.56+6.75 m
2 4.1840. 38 1.01+0.09 49.54+5.71 m
3 4.03+0. 40 1.1040.25 47.6244.62 m
4 3.9540.25 1.02£0.21 49.51£3.81 m
5 3.8040.21 1.06740.21 48.4843.97 m
6 3.7640. 34 1.0440.19 48.9848.87 m
7 3.69+0. 32 1.0440.19 48.964+3.79 m
8 3.1840.32  1.02+0.24 49.40%3.72 m
9 3.144+0.36  1.16+0.11 46.34+6.24 m
10 5.18+0.78 2.29+0.38 30.37+4,32 sm
11 4.8040.52 1.84740.36 35.20%3.26 sm
12 4.4540.45  1.90£0.37 34.4843.09 sm
13 4.4140.41  1.88+0.34 34.78%3.15 sm
14 4.11+0. 44 1.8940.24 34.5845.28 sm
15 3.9240.44  1.91£0.44 34.31%6.43 sm
16 3.92+0.48 2.00+0.30 33.33+2.58 sm
17 3.804+0.26 1.83+0.41 35.35%3.73 sm
18 3.45+0. 44 1.7340.35 36.6742.68 sm
19 3.3840.24  1.93£0.52 34.09%£8.45 sm
20 2.8040.49 2.1740.28 31.51+2.46 sm
21 5.41+0.54 3.70+0.61 21.28+2.63 st
22 4.30+0.53 3.48+0.54 22.32+2.33 st
23 3.9540.42  3.2940.41 23.30%1.93 st
24 3.8440. 32 3.1740.47 24.00+2.11 st
25 3.72+0.32 3.41+0.36 22.68+1.73 st

Don: 0% Cell count; M. F 3 %0 Mean value; S: 5 #fE 22

Standard deviation.
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DNA fluorescence strength/ (channel No)
A F R M4 E4% DNA & DNA content of chicken erythro-
cyte nucleus; B: 3782 B 40 4% DNA & & DNA content of

P. parva erythrocyte nucleus.
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Fig.3 DNA histogram of erythrocytes of P. parva
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Karyotypic analysis and cellular DNA contents of Pseudorasbora parva

YANG Kun' WANG Zi-jian®* ZHU Dong-mei' FANG Li-bao'! WANG Wei-min'

1. College of Fisheries , Huazhong Agricultural University ,Wuhan 430070,China;
2. Research Center for Eco-environmental Sciences ,

Chinese Academy of Sciences,Beijing 100085,China

Abstract The chromosome number and karyotype of Pseudorasbora parva were analyzed using a
routine method including intraperitoneal injection of PHA and colchicine, cultivation in vivo , and slides
preparation with air-drying. Whilst erythrocyte nuclear DNA content of P. parva was determined by u-
sing a flow cytometer (Beckman Coulter Inc. ,USA) with serving the chicken erythrocytes (their DNA
content is 2. 30 pg) as reference cells. Results obtained in this study showed that: the diploid chromo-
some number of P. parva was 50 (2n=50) ; the karyotype of this species was 2n=18 m+22 sm—+10 st,
NF=90,while the secondary constriction,heterosome and satellite chromosome were not observed; the
diploid cellular DNA contents of P. parva was 3. 18 pg,which was 1. 38 times to the chicken erythro-
cytes’.

Key words Pseudorasbora parva; chromosome; karyotypic analysis; flow cytometry; DNA con-

tent
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