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Table 1 Materials and sources

%5 No. Bl Material S Source %5 No. ¥ ¥ Material sk Source
1 WRI1 I ZR YT Zhanjiang , Guangdong 42 4EHE 6 5 Huajing 6 YL.95 Jiangsu
2 WR2 J" AL Zhanjiang , Guangdong 43 %M 4 5 Lianjing 4 YIL.75 Jiangsu
3 WR3 J" AL Zhanjiang , Guangdong 44 14 5 5 Huajing 5 YL.75 Jiangsu
4 WR4 ] # YL Zhanjiang , Guangdong 45 FAE 42 Nanjing 42 VL5 Jiangsu
5 WR5 J" AT Zhanjiang , Guangdong 46 EHF 8 5 Yandao 8 VL7 Jiangsu
6 WR6 J7Z T Zhanjiang , Guangdong 47 S2060 J" AT Zhanjiang , Guangdong
7 WR7 J7 AT Zhanjiang , Guangdong 48 S2061 J7 AT Zhanjiang , Guangdong
8 WRS ] AT Zhanjiang , Guangdong 49 S2035 J7 &L Zhanjiang , Guangdong
9 WR9 ] AL Zhanjiang , Guangdong 50 S2037 I A T Zhanjiang , Guangdong
10 WRI10 JT K%K Zhaoging s Guangdong 51 S2033 I #3T. Zhanjiang , Guangdong
11 WRI11 VLI ZE I Taizhou . Jiangsu 52 S2040 J7Z YT Zhanjiang . Guangdong
12 WRI12 il 7} 75 Dandong, Liaoning 53 S2063 J7 AL Zhanjiang , Guangdong
13 4 5 Guinongzhan J” % Guangdong 54 S2062 J7Z YT Zhanjiang s Guangdong
14 F 2 5 Fengmeizhan J7 % Guangdong 55 S2047 J7Z YT Zhanjiang , Guangdong
15 495 5 Hemeizhan I %4 Guangdong 56 S2048 J"Z#T. Zhanjiang , Guangdong
16 L& & Yuxiangyouzhan J" %4 Guangdong 57 S2049 J"ZT. Zhanjiang , Guangdong
17 AL E G Yinjingruanzhan J” 75 Guangdong 58 S2055 J" AT Zhanjiang , Guangdong
18 M F A Xizhuanhuangliu AE R Hi[X. South China 59 S2056 J" & EYL Zhanjiang , Guangdong
19 R () Jiantounuozhan A #1[X. South China 60 S2039 J" YL Zhanjiang , Guangdong
20 #(JG209) Nuo AEF H1 X South China 61 S2051 J" AT Zhanjiang , Guangdong
21 KA Daguzao AEFG 11 X South China 62 SXW003 J7 78 %1% Suixi, Guangdong
22 4 4€ JL Baihuaer AE R HL X South China 63 SXW005 )7 75 %1% Suixi,Guangdong
23 i3z Hll Liuchangxian 6 F #h X South China 64 SXW006 J7 4% % Suixi,Guangdong
24 FEl 3 Baiyin 3 6 FG X South China 65 SXW008 J7 %% 1% Suixi,Guangdong
25 WA I Zengchengxiangshanzhan — #EE§#iL[X. South China 66 SXWO010 J" A %% Suixi, Guangdong
26 JK 7% % Shuizaohuangpi £ i X South China 67 SXW012 JU AR %% Suixi,Guangdong
27 El 2 %4 7 Yin 2 dong 7 5 i [X. South China 68 SXW015 J7 R %% Suixi, Guangdong
28 R E i Chimaozhan 1Em #i X South China 69 GZW049 J" A &M Gaozhou, Guangdong
29 g 77 K. Nanxiongkuguazao AL #h X South China 70 GZWO054 I %M Gaozhou, Guangdong
30 R EJ 29 Yinyin 29 AEF H1 X South China 71 GZW057 I B I Gaozhou, Guangdong
31 AT 2 5 Dongzhu 2 AEF H1 X South China 72 GZW062 J"ZK B I Gaozhou, Guangdong
32 75 3 Yangzhan 3 AE B Hi[X. South China 73 GZWO064 "% M Gaozhou, Guangdong
33 K7 Changmang AE B Hi[X. South China 74 GZWO067 "% E M Gaozhou, Guangdong
34 R 4K Guangyehongmi E W #1[X. South China 75 GZWO072 % E M Gaozhou, Guangdong
35 407 4 Ximiaogu AL H X, South China 76 QHWO006 HE B Qionghai, Hainan
36 K () Danuozhan A2 #h X South China 77 QHWO009 ¥ B Qionghai, Hainan
37 i 5 21 Youzhanhong AE R HL X South China 78 QHWO10 3 7 B Qionghai, Hainan
38 2Rk Yajingmi 6 FG X South China 79 QHWO012 5 5 3876 Qionghai, Hainan
39 M5 Youzhan 6 F X South China 80 QHWO014 i 7 B Qionghai, Hainan
40 k4% 606 Shennong 606 il T Liaoning 81 QHWO017 i 7 B Qionghai, Hainan
41 4% 265 Shennong 265 il 7 Liaoning 82 QHWO027 8 3% Qionghai, Hainan

38 BF AR 36 7 H A2 R ARl R 2 BT A e I AT
S A A B 5 47 ~82,
1.2 DNA #J3EE

e REFE AR B R R BT AR R R
SDS #%:7,
1.3 PCR¥ &R

K 20 pL VAR F 010 X Buffer 2 pl. (% 15
mmol/pl. MgCly), Taq i 0. 3 pL (5 U/pl),0. 4
pL (10 mmol/pL) dNTPs, 13 pL ddH, O, 5| ¥
3 pL A DNA 50~100 ng, 94 C #7215 min,
35 A E I, FEE A 94 °C ZEHE 1 min, 55 C B &
1 min,72 ‘CHEM 1 min. fJ5 72 ‘C A 5 min, 5
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Table 2

The SSR primers used in this study

5|4 Primers

Yeft fk Chromosome

I (F,5'-3") Primers sequence

FIWFE(R,5'-

’ .
3") Primers sequence

RM9 1 GGTGCCATTGTCGTCCTC
RM430 5 AAACAACGACGTCCCTGATC
RM500 7 GAGCTTGCCAGAGTGGAAG
RM525 2 GGCCCGTCCAAGAAATATTG

RM17 12 TGCCCTGTTATTTTCTTCTCTC
RM164 5 TCTTGCCCGTCACTGCAGATATCC
RM206 11 CCCATGCGTTTAACTATTCT
RM208 2 TCTGCAAGCCTTGTCTGATG
RM215 9 CAAAATGGAGCAGCAAGAGC
RM217 6 ATCGCAGCAATGCCTCGT
RM223 8 GAGTGAGCTTGGGCTGAAAC
RM224 11 ATCGATCGATCTTCACGAGG
RM226 4 AGCTAAGGTCTGGGAGAAACC
RM228 10 CTGGCCATTAGTCCTTGG
RM229 11 CACTCACACGAACGACTGAC
RM231 3 CCAGATTATTTCCTGAGGTC
RM234 7 ACAGTATCCAAGGCCCTGG
RM241 4 GAGCCAAATAAGATCGCTGA
RM242 9 GGCCAACGTGTGTATGTCTC
RM249 5 GGCGTAAAGGTTTTGCATGT
RM253 6 TCCTTCAAGAGTGCAAAACC
RM262 2 CATTCCGTCTCGGCTCAACT
RM304 10 TCAAACCGGCACATATAAGAC
RM321 7 CCAACACTGCCACTCTGTTC
RM339 8 GTAATCGATGCTGTGGGAAG
RM468 3 CCCTTCCTTGTTGTGGCTAC
RM515 8 TAGGACGACCAAAGGGTGAG
RM237 1 CAAATCCCGACTGCTGTCC
RM519 12 AGAGAGCCCCTAAATTTCCG
RM566 9 ACCCAACTACGATCAGCTCG

ACGGCCCTCATCACCTTC
GTGCCTCCGTGGTTATGAAC
GTTACACCGAGAGCCAGCTC
CGGTGAGACAGAATCCTTACG
GGTGATCCTTTCCCATTTCA
GCAGCCCTAATGCTACAATTCTTC
CGTTCCATCGATCCGTATGG
TAAGTCGATCATTGTGTGGACC
TGAGCACCTCCTTCTCTGTAG
GGGTGTGAACAAAGACAC
GAAGGCAAGTCTTGGCACTG
TGCTATAAAAGGCATTCGGG
AAGTAGGATGGGGCACAAGCTC
GCTTGCGGCTCTGCTTAC
CGCAGGTTCTTGTGAAATGT
CACTTGCATAGTTCTGCATTG
CACGTGAGACAAAGACGGAG
TGCAAGCAGCAGATTTAGTG
TATATGCCAAGACGGATGGG
ATGATGCCATGAAGGTCAGC
GCATTGTCATGTCGAAGCC
CAGAGCAAGGTGGCTTGC
GATAGGGAGCTGAAGGAGATG
GAGGATGGACACCTTGATCG
GAGTCATGTGATAGCCGATATG
TGATTTCTGAGAGCCAACCC
TGGCCTGCTCTCTCTCTCTC
TGGGAAGAGAGCACTACAGC
AGGTACGCTCACCTGTGGAC
CTCCAGGAACACGCTCTTTC
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30 XF SSR ARic 51 4 % B A A R A ) 121
BN (E 3 R 3 AT LA B A
LB R A 2~6 4~ 35 4. 033 4. AR5
0 HE R B o 4. 034 5(RM206) , e filk 4 1. 159 6
(RM215); Shannon 2 ¥ ¥ 48 % 48 1k 35 [H 4
0.302 9~1.515 7, Ut BN [6] 457 o5 7 £33 44 B A 44
H Ay BL I B S AN TR .
22 ZERBAEEBRTFEBEESHEMEER

BEA~ SSR A S TE 2 FE RS AR 3G RS S BFAE AR R
1 1 - 4 5 A0 i PR CAD LT 249 2805 A DR B
(A AL Z AR E0(H O F1 Shannon Z A F5 41
(DA ZREPE LR 4, Je RERE R 35 A A BT A A

22.26.30 NN WAER ML Z R R
AL 43R K 100 %6, 45 A7 o5, - 359 45 4 5 R 4K
h 3.533 3,8t fE ZAEPEFRECN 0. 489 9, Shannon £
FEVEFR RO 0. 862 2, JRFIRR NG ZREME AR, 2
BT E TR I 73. 3%, 450 557 1 45 7 3 P 8K
A 2.100 0,5 ZFEMEFE B 0. 288 2, Shannon £
FEMESE BN 0. 447 2., ISR BAE Z RN T8
AR 2 RER Z ]
23 ZEREEREBNTARBZEANBREES
HRAE SSR 7+ FARic 45 5% . 4 S H“ AA 5 BB(4l
AFO)THMAB(RE FHOiE ® & . Ml H POP-
GENE32 #1544 R0 RS AR 55 F B0 5 A6 R — 4 ¥
R Z IR B B AZ FE B (3R 5) ., R FOAR 55 6k 5% At AT 2R
R 22 10 119 388 45 14 2% 4 1) J2 0. 049 4 i1 0. 583 8.3 f%
— S B 0,951 8 Fl1 0,557 8, F W Z2 iR 5 4%
R AR TR B, R R R
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Table 3 The relevant parameter of different locus

17 5 Locus . HEk A A. 1
Chromosome

RM9 1 6 2.787 2 1.293 1
RM430 5 5 1.299 8 0.491 0
RM500 7 6 1.729 1 0.892 4
RM525 2 4 1.412 8 0.557 7
RM17 12 4 2.432 8 1.024 8
RM164 5 4 2.619 9 1.071 8
RM206 11 6 4.034 5 1.515 7
RM208 2 4 1.954 4 0.780 7
RM215 9 3 1.159 6 0.302 9
RM217 6 4 2.538 3 1.085 5
RM223 8 3 2.280 6 0.944 4
RM224 11 4 3.073 1 1.164 5
RM226 4 3 2.704 2 1.042 6
RM228 10 5 3.559 0 1.396 9
RM229 11 5 2.026 8 1.009 3
RM231 3 4 1.418 4 0.556 9
RM234 7 3 1.526 9 0.620 4
RM241 4 6 2.967 0 1.320 9
RM242 9 2 1.926 6 0.674 0
RM249 5 4 1.559 9 0.706 4
RM253 6 4 2.543 17 1.053 4
RM262 2 3 2.516 0 0.986 0
RM304 10 6 3.214 2 1.411 7
RM321 7 3 1.160 5 0.3125
RM339 8 5 2.391 2 1.159 8
RM468 3 3 1.745 6 0.688 5
RM515 8 2 1.945 9 0.679 2
RM237 1 3 2.147 0 0. 849 6
RM519 12 3 2.018 3 0.743 0
RM566 9 3 2.22517 1.240 6
1 Mean 4.033 3 2.264 0 0.919 2

DA FER Alleles Ao 5573 KB The number effec-
tive allele; I:Shannon $§%¢ Shannon index. F [A] The same

as below.
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Table 4 The parameter of genetic diversity about weedy rice,

cultivated rice and wild rice

BEIK Colony PN

PNP A

A.

H.

I

Weedy rice
Cultivated rice
Wild rice

22

26

30

73.3 2.1000 1.4757 0.288 2 0.447 2

86.7 2.2667 1.656 2 0.3515 0.5457

100.0 3.5333 2.2122 0.4899 0.8620

1DPN: £ &7 £S5 8 Polymorphic site number; PNP: 2 & &S5 H
433 Polymorphic site number percent; H. ;8% £ #EMETE 5

The index of genetic diversity.

RS Nei’'sBEEEBEMEE—BE

Table 5 Nei’s genetic distance and genetic identity

LN Ze R F 15 BF 4
Colony Weedy rice  Cultivated rice Wild rice
B fE Weedy rice * % % % 0.951 8 0.557 8
FEERE Cultivated rice 0.049 4 x % % % 0.643 6
B A= F Wild rice 0.583 8 0.440 7 * %X ¥
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Fig.1 The clustering relationship about weedy

rice, cultivated rice and wild rice
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Fig.2 The clustering relationship about weedy rice and wild rice
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Genetic diversities among weedy rices, cultivated rices and wild rices

WANG Li-ming LI Zhan-sheng GAO Xu-hua

SHEN Xue-feng FANG Yue

CHEN Yong

College of Agronomy ,South China Agricultural University ,Guangzhou 510642 ,China

Abstract

The genetic diversities of 12 weedy rices,34 cultivated rices and 36 wild rices were inves-

tigated by using 30 pairs of SSR primers, 121 polymorphic bands were found,each SSR loci has 2-6 al-

leles,with an average number of 4. 03. The genetic diversity index of weedy rice,cultivated rice and wild

rice was 0. 288 2.,0.351 5 and 0. 489 9,respectively. The average alleles of each loci were 2. 1,2. 27 and

3. 53, respectively. This indicated that the genetic diversity of weedy rice was lower than that of cultivat-

ed rice and wild rice. The genetic distance between weedy rice and cultivated rice (0. 049 4) was smaller

significantly than that between weedy rice and wild rice,suggesting that the genetic relationship between

weedy rice and cultivated rice was relatively closer and that weedy rice was probably degenerated atavis-

ticly from cultivated rice.

Key words

weedy rice; cultivated rice; wild rice; genetic diversities; SSR
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