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(10 pmol/L),9. 5 pl. RNase Free ddH, O (KRR 2E
B R FD . Rotor-Gene Q 2000(QIAGEN)
PEAT P i PCR RN, L5542 95 °C AL 1

30 5395 ‘CAEME 5 5,55 ‘CiR k 30 s.72 CLEfH 60 s,
TEER 40 W A 90 s,72~95 “CHEfif, 45 5 s M
1°C, RN ALHE 2 H R (3 2HE 5 | s i il 26
(3 ANHLSE ) (25 G B BH A X BRI 2 Xof i

SYEEALFE . FRUEM 2 B Rotor-Gene Q Se-
ries 1. 7 BRPF 7 ot i 45 5 . & H AR i BRI R
ik &8 [l Rotor-Gene Q Series 1. 7 B 45t , 25 1 L)
S £ BRAEIR (Mean & SE) B Rk, R
SPSS Statistics 17. 0 /&, 3% A 6] H i 2 8] 2 [H
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Fig.1 Gene expression of trypsinogen in P. fulvidraco

larvae from 1 to 30 dph
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Abstract

The first-strand cDNA sequence encoding pancreatic trypsinogen (TRY) gene was isola-

ted from yellow catfish (Pelteobagrus fulvidraco) larvae (1-30 dph,day post-hatching) by RT-PCR,and

using real-time PCR to detected and quantitated the trypsinogen gene expression. The results showed

that the onset of trypsinogen gene expression in P. fulvidraco larvae was 1 dph and the trypsinogen gene

expression increased significantly from 1 to 6 dph,increased fluctuantly from 6 to 23 dph and rose sharp-

ly from 23 to 30 dph. The experimental results demonstrated that the detection and quantitation of tryp-

sinogen gene expression in P. fulvidraco larvae would accurately reflect the process that digestive func-

tioning developed in intestinal tract. And we suggested that weaning time of P. fulvidraco larvae would

be much better after 23 dph.
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