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Table 1  Physiological and biochemical
characteristics of Ygl and Yg2
i H Ttems Ygl Yg2 i H Items Ygl Yg2
ARG it -
Gram stain Motility
10°C K - B -
10 C growth Catalase
45 CH K - I 2T I
45 °C growth MR reaction
V-P o LA i
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T - T T -
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e m—I%K‘ biv]
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BT 7 {F1 B Arabirose — — 8% Inulin — —
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D" RIRNL AR “—"RARW N SR, TERR.
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negative reaction results. The same as below.
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Table 2 Results of bacterial identification by ATB system
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D-% —f MEL - = D-H #& % MAN —
KHEFER PUL —  — | L-FIHi{AkE LARA — 1 000
D-FHi{AEE D-ARL —  — HRCHIKS CDEX — 750
a’ﬂé;lﬂlﬁﬁ% o o g e g 500
AL D-% %M D-MAL  +  +
JR Z [ URE —  — | pH#EE FMAN - 200
e e 100
3] e T I B 7 W A ) )
BGUR BGLU
B2 FUE 1T o B2 FLAE AT -
B-GAL B-GAL
Bl PE B R il PAL — — VP {5 V-P test + + 1. DNA marker; 2. 16S rRNA gene of Ygl.
N 7 25 4 18
BN-ZWA AR DB B RIB n B 2 Ygl E#k 16S rRNA E[E PCR ¥~
BN-AL Fig.2 PCR amplification of 16S rRNA gene
D-EKeHE TAG — — D-11 %4 E SOR - RN NI
PHRITAG e R 980, UL, 5 A 4% 7 T IR B0 2 R T
BHESAC T e Mg T gl EbRYE IR R
- s AM - M Ygl B BEXT 12 Fh 25 9y 1 25 S0 56 45 5% nT
o 2 YRA — OMLEEHM B R EEE BAGE WG
nREES HP - R G R R UAR AR RS 6 Ml R U R R
JMRRS GTA SN T 2 I T Y S e

1)“?” BRI EER AN, “?” represents no reaction re-

sults.

&5 PP EARURGE 3,

o S. lutetiensis EU163503
99 S. infantarius KU163504
90 S. pasteurianus EU163502
86 S. equi NR025609

S. uberis AB370974

54 — S. rattiNR025516
n S. icataluri DQ462421

{ S. dysgalactia E¥121449
S. agalactiae E¥092913.1

ﬁ S. pseudoporcinus DQ303206
—\—S porcinus KK121439

76

100 ﬁ S. manure AY167955
|

S. parauberis F]J009631

58 S. entericus NR025500

L I E— Ygl
100 L S inie D(303187

B 3 Yol E#kEI 16SIDNAERFFIHMBRER
Fig.3 Clustering result of gene sequence of 16S rDNA of the bacterial strain Ygl
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Abstract

One strain Ygl was isolated from the kidney of diseased Selenotoca multifasciata. The

healthy Selenotoca multifasciata could be infected through artificial infection by these bacteria. The

symptoms in artificially infected fish were similar to those infected naturally. The characters of re-isola-

ted strains were the same as the initially isolated strain, which was identified as Streptococcus iniae by

the means of ATB system,morphological, physiological and biochemical tests, and 16S rRNA sequence

analyses. The pathogens were sensitive to the following antibiotics: enrofloxacin, oxytetracycline, rox-

ithromycin, doxycycline, tetracycline, levofloxacin.
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