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Table 1 The information of CAD gene family in
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Populus and Arabidopsis

A i’é@ﬁﬂ_ﬁﬁ @E%PM’?L‘(E/&& G Bt/ ku
Gene Loci in Anvuno Molecular

chromosomes acids mass
PoptrCADI LG_1:26198485-26202457 362 39.3
PoptrCAD2 LG_XV:1193899-1195990 354 38.3
PoptrCAD3 LG_V[:10406101-10408857 360 38.8
PoptrCADA LG_IX :4268850-4271140 357 39.0
PoptrCADS LG_XV:4474459-4476617 362 39.1
PoptrCADG LG_1:19511432-19513448 360 38.4
PoptrCADT LG_I1:1047765-1050403 360 39.4
PopirCADS LG_IX:6478021-6480309 360 38.8
PopirCAD9 scaffold_2069:1574-3584 360 39.1
PoptrCAD10  LG_XW:5830946-5834884 362 38.9
PoptrCAD11  LG_VI:1629482-1634627 354 38.8
PopirCAD12  LG_XI:14002689-14005478 308 34.4
PoptrCAD13  LG_1:30420496-30422191 358 38.8
PoptrCAD14  LG_Ill:17425443-17427044 355 39.1
PoptrCAD15  LG_IX :6486821-6488595 360 39.2
PoptrCAD16  LG_IX:6507390-6509409 372 40.4
PoptrCAD17T  LG_1:26702441-26703090 139 15.7
PoptrCAD18  scaffold_11132:523-1428 160 17.5
PoptrCAD19  LG_NI:8301591-8301915 71 8.1
AtCAD1 AG_]:27359232-27361016 355 38.7
AiCAD2 AG_I1:9280044-9281623 376 40.9
AtCAD3 AG_I[:9331089-9332646 376 40.9
AtCADA AG_II:6744598-6747214 365 39.1
AtCAD5 AG_IV:16386727-16388722 357 38.7
AiCADG AG_IV :17849648-17852246 363 39.0
AtCADT AG_IV 17852441 -17854500 353 38.2
AtCADS AG_IV ;17855876 -17857639 359 38.9
AtCADY AG_IV.18291218 -18293383 360 38.9
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Fig.1 Loci and homologous analysis of CADs

from Populus and Arabidopsis
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5 B[R

Duplicated gene pairs K, K. Ka/Ks
PoptrCADY I PoptrCAD15 0,001 13 0.008 02 0. 141
PoptrCAD2 Fl PoptrCAD11 0.083 10 0.502 11 0.166
PoptrCAD3 1 PoptrCAD5 0.0353 80 0.207 80  0.170
PoptrCAD6 Fil PoptrCADS 0.0983 10 0.417 49 0.235
AtCAD4 #1 AtCAD5 0.0172 80  0.059 18 0.292
AtCADT #1 AtCADS 0.0372 40  0.212 80 0.175
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Abstract

The 19 CAD genes of poplar screened by bioinformatics are clustered into 3 groups. Anal-

ysis of their sequences showed that the expansion of CAD gene family in Populus was resulted from a

recent whole-genome doubling and tandem replication. There are 6 paralogs in CAD gene family of Pop-

ulus and Arabidopsis evolved under the purifying selection. The 19 CAD genes are expressed in all tis-
sues of Populus. PoptrCAD17, PoptrCAD4, PoptrCADI10 and PoptrCAD7 expressed highly while the

other CAD genes expressed at a lower level. Expression of the CAD genes in the same group varied with

the same trends. CAD gene cloned in this research was PoptrCAD4. The catalytic activity of the CAD

enzyme over-expressed in vitro were high,with the substrate preference of sinapyl alcohol.
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