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Fig.2 Metaphase spreads and corresponding karyotypes of the progenies
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Comparison on karyotypes and relative DNA contents of reciprocal
hybrids among diploid, tetraploid loach (Misgurnus anguillicaudatus) ,
and large scale loach (Paramisgurnus dabryanus)

FANG Li-bao' ZHOU Xiao-yun' CUI Lei’ YAN Li-qing® WANG Wei-min'

1. College of Fisheries s Huazhong Agricultural University/
Key Laboratory of Agricultural Animal Genetics , Breeding and Reproduction
of Ministry of Education sWuhan 430070,China;
2. Fisheries Com pany of Zhanghe Reservoir,Jingmen 448156 ,China

Abstract Diploid (D) and tetraploid (T) loach (M. anguillicaudatus) ,large scale loach (P. dabry-
anus) (P) and their reciprocal hybrids were produced by artificial fertilization. Nine genetic crosses were
made. These were (£ X 2).DXD,DXT,DXP,TXD,TXT,TXP,PXD,PXT and PXP. The relative
DNA contents of the progenies were examined by flow cytometry. The results showed that DXD,DXP,
P XD and PXP were diploid,DXT,TXD,PXT and T XP were triploid, T X T were tetraploid. The rati-
o of relative DNA contents of the three types was about 2 ¢ 3 : 4, The karyotypes of the progenies were
analyzed and compared by the PHA colchicine hypotonic-air drying technique. DX D has 2n=50 chromo-
somes,consisting of 8 metacentrics (m),6 submetacentrics (sm) and 36 telocentrics (t) chromosomes.
PXP has 2n=48 chromosomes,consisting of 12 m,4 sm and 32 t. Both species have a fundamental arm
number (NF) of 64. TX T has 4n=100 chromosomes,consisting of 16m,12sm,72t,NF=128. DXP and
PXD are 2n=49,10m+5sm+34t,NF=64; DX T and TXD are 2n=75,12m+9sm—+54t, NF=96; T X
P and PXT are 2n=74,14m+8sm+52t,NF=96. By comparative analysis,the karyotypes of diploid and
triploid hybrids are intermediate between the parental species,consisting of a haploid maternal set and a
haploid paternal set.

Key words Misgurnus anguillicaudatus ; Paramisgurnus dabryanus ; hybridization; relative DNA

content; karyotype
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