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¥4 MSTN EE K& T 2 # PCR # # 7= #1 8 ik
PCR products of the 2nd intron of yak MSTN gene
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Fig.2 PCR-SSCP analysis at the 2nd
intron of yak MSTN gene
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GAAT GAATA GTA GT GAAAAAT AACT ACCA GTTT CCT

M\ﬂ W\ i FMENNF WI(\M ”ﬂ\. ﬂﬂ mi\ .ﬂw

GAAT GAATA GTA GT GAGAAAT AACTACCA  GTTTCCT

MV\ i H)M il

B3 4 MSTN EENEF 2 BEENF EE
Fig.3 The sequencing map of the 2nd

intron of yak MSTN gene
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t2e 1 Al AL 7 B R DU A 3 S HE AR B IR R 1 &
B AAAB F1 BB 3 LR B, K58 FE A L H RS HE A
FEUR 35 DL BB Ry 3456 DR AL, 17 R AL 1 0 4 B AR
DL AB SRR SE AL, A R4 2R B A o 2 )

A M B 2 50N, B B 3R BRAEX&T A B
PRI B A5 Ao 5k TR Ay % A 2 B A o i) 0 380 55 o 6
Bl A2 R o, Rz b s R
WHEES 2 DEER AL F Hardy-Weinberg S 70k 25
(P=>0.05) , T ARl 48 4= BEAAR AL T A AR .

R1 3B MSINEERNSF 2 EEER PCR-SSCP £ F i = F1 & FH B SR R
Table 1 Gene and genotype frequencies of PCR-SSCP at intron 2 of MSTN gene in three populations
\ BEA R PR 3 4 80 451 3 P {37 45 - i K
HEMAR . . . . - S
Breed Number Number of each genotype Genotypic frequencies Allelic frequencies Locus equilibrium
ree ,
of samples  AA AB BB AA AB BB A B %’ test
Rl 74 3 8 63 0. 041 0.108 0.851 0.095 0.905 10. 069
Datong yak
‘th%t‘: 104 5 24 75 0.048 0.231 0.721 0.164 0.837 2.537
Gannan yak
REARES 99 15 55 29 0.152 0.556 0.293 0.430 0.570 1.772

Tianzhu White yak

FH 2% 2 AT ZE IR Y 3 AN HE AR BER T, Kl
YRR 8 G A RBUEARENB  Z5 B & i
SR 3 NN TN S R U R 7S P s A S v v |
B E2NFEET YRS, 3 MEFAMNZEFE
BEEHEEHIKTF 0.5, MREZE.

F2 3ABEMSIN BEENEF 2 BEEEEE S SEIER

Table 2 Genetic diversity indices at intron 2 of MSTN
gene in three populations
B HEEREE AREMERY 25 FL &R
Population He Ne PIC
KBRS 0.171 1. 207 0.157
Datong yak
ﬂ‘f'ﬁ*ﬁq: 0.273 1. 376 0.237
Gannan yak
KA FES
0.490 1. 961 0.370
Tianzhu White yak
*®3

24 %4 MSITN EERNEF28H5HE5EKES
PR A S

H 2 3 AJ AL MSTN JEH N & F 2 X U FE 4
ity R A I L ) T AR A K R BOR TR 8 AR 2
A W (P<<0.05),

AB YR A M ] L 4K 5T £ PR i B0 AR
T BBAI(P<<0.0D) ,fHY5 AA BIEFZF AR
F (P>>0.05); AB 19 ¥E 4 iy [l 45 B0t 3% & T
AA F1 BB #,{0 AA 1 BB #I[a] 24 5 AN & AA Y
A R K F5 505 BB Bz | 22 5 1k 8 % K
(P<<0.05),{H5 AB #I2% 5 A W 2 5 A [] 35 A U %)
BUAFHE A M 8 A T A R L 48 555 52 i 34 A8
ITE

FTREEEMEFERKEZTERBZ M

Table 3 Effects of different genotypes on production of intron 2 of MSTN gene

FH A Genotypes

F AN Genotype effect

Traits

AA

AB BB F P

{&7%5 /em Body height

Mgl /cm Heart girth

[l/cm Cannon circumference

A& B /em Body slanting length

1A i & / kg Body weight

Jiig il 48 %1 Index of chest circumference
&K 8 %0 Index of body slanting length
Bl #8 % Index of cannon circumference

A 8 %0 Beef performance index

105. 2546. 99
139.45+£9.52 B
14.58=+1. 40
115.0047. 17
157.06422.23 B
132.91£11.30 b
109.88+£11.52 a
13.8840.38
149.86423.77 B

103.95£8. 64
144.81412.37 A
14.98=£1. 27
113.394£9.02
169.05438.25 A
139.65410.15 a
109.43£8.62 ab
14.46+1. 24
161.80428.53 A

104.7949. 18
136.804+13.73 B
14.63=%1. 27
110.94+12.19
147.48442.67 B
131.70£9.12 b
106.0449.36 b
14.02£1. 28
139.19433.73 B

19. 151
3.559
3.334
12.005

0.

e e e e e e e

001

DR —GFAR/NE FRERER B E(P<0.05) AR KEFRERRZEFWNEF(P<0.01), Values with different small letter in

the same raw means significant difference(P<C0. 05) ; values with different scapital letter in the same raw means very significant

difference( P<0.01).
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32 BE MSINERAHNEF285EE5EKESE
AR 4 K 1
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R Z B 5 H I K AT /AR 17 5o B
&5 SRR MSTN L N & T 2 X AR FE 4 i

Bl R T o g P14 85 A K 48 BOFD TR R 48 S SR 3
BERL WL HED MSTN LN A& T 2 NER B
LA AT REAE AR BN Tk B L A, K
TR RAS . RAE N A SR JE N, 1 X F 7 A 4R
BERERIN T PR EH AR T & AR =48, W BB 5 48
AmmAEREEREME, X -4k 544
MSTN JEH P51 2 FEH B B A5 A7 3% D] 3 3% L
R R S ALt S B A S 3 A 3
R B AE R R B A — 8, I, fE4E 2R
BRI TAESR, MSTN £ H N & F 2 3 [H )% % B
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TP SR DR 2 1 A5 B0 R AR
33 NEeEFMERDGEMNERER

P o i R 4 R ) — b T A A A R
PHREE DO RE A AR, SRS TR
AR S| P IR ORI A2 4K . Short S S
K, MV R 2R o JEEH & T AR S B
A PR AR B D) A DG 1 2 AR A L ESRA B — N T
GEAR B S AT B N 16 %6, 7 0% AT HRg
A%, BB ST AE O R R AR —
S FHAETE 1A BamH 1 2878 67 5 % 00 SR8 G
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Xk, H B SGA A it — 25T
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at intron 2 of MSTN gene with growth traits in yak
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Abstract

The PCR-SSCP polymorphism of myostation (MSTN) gene sequence of intron 2 and its

correlation with growth traits were investigated in 277 individuals from one cultivated yak breeds (Da-

tong yak) and two native breeds(Gannan and Tianzhu White yak). The results showed that there were

two alleles and three genotypes in the locus of MSTN gene intron 2. They were at Hardy-Weinberg equi-

librium state in this locus while Datong yak obviously was unequilibrium. The least square analysis

showed that the different genotype of MSTN intron 2 had a significant effect on partial traits of growth

including heart girth,body weight,index of chest circumference,index of body slanting length, beef per-

formance index(P<C0. 05). However the genotype did not affect body height,cannon circumference, body

slanting length,index of cannon circumference significantly (P =>0. 05). In conclusion, the mutation of

MSTN intron 2 could be used as the molecular genetic marker for yak breeding.
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yak; MSTN gene; polymorphism; genetic marker; PCR-SSCP
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