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B4 GenBank & fii 1) MyoD1 3 A J¥ 51
(U12574) .3z Ji] Primer 5. 0 %3519, 971
MyoD1 F:H % 1 T 631 bp A Et. Intronl-PF.
5" TCTCGGTATATCGCCAGTGTG-3'; Intronl-
PR: 5-TTCCCTGTATCATCTCCCAGGA-3", 7l
Ve A6 BB AE W HOR A R\ A .
1.3 PCR # 1

PCR " #1K 2 (10 L) : DNA #i#k (50 ng/pl)
1 pl, 10 X Buffer 1 pl, Mg”" 0. 6 pl (1. 5
mmol/L),dNTPs & &% (% 2. 5 mmol/L) 0. 25
pL. 5% (10 pmol/L) 0. 3 pL, Tag i (1 U/pl)
0.25 pL, i K W2 K42 2 10 pL, PCR
FFoh:94 °C 5 min; 94 °C 30 s,62°C 305s,72°C 25 s,
35 MEFF ;72 CHEAMR 5 min, P Y 1. 5%
Bend [0 B W 7 ol IR = B N 2 [ O W
Sk AR TR PR w)D mIcy™ 58 F B, [l ek
SRR Y AR BR A FI Y . W 2 A E i R
DNAStar 1 SeqMan #4774 53 #7 , T3k SNP 3L
s
1.4 EHEBSH

Ze LKA I ) PCR 724 3 pL, WA 2 U 1Y
Dde | BRI PEPR YIRS, 10 X Buffer 1 pL, 7K %M 2 10
pL. 37 CE§YI 3~4 h J5 MUK K, 58 4 KT F 41 8
I by B 5 Y
1.5 ZEitor

HE IR B R TR B B S AR 4 Hardy-Weinberg “F-
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2d* e, H d=e*m%§ﬁ§ﬁ'—ﬁﬁuﬂﬂ“ﬁ2ﬁyp\q
PR G T A5 1 S LR AR AR 0 5
A% B T [ A B A5 50 B G P IR SRR AR A A — i R A
B.Y o =pt G+ S, +Ctey Gy MR ERE,
p N RGN RIS R L S, R RO . C
FEA RN e A BEAL 2 22 5000, b, (B8 i A
NC0.6®) 7))  F FE A SPSS 10. 0 %F 4 PR 5
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21 PCR 5 PCR-RFLP &%

FIH PCR J5riEY 14 174 MyoD1 B 55 1 W&
¥ 513 bp M H IR B, W)y45iREY] MyoD1 %
R 1 NE T 1A A257C B 55, L 28 A8 72
AT Dde 1 WEGVINL 5. B YIS AAAE 3 Fl L (K A,
CC #4(513 bp) . AC #4 (513 bp+254 bp+259 bp)
1 AA (254 bp+259 bp) . WK 1,

M. Marker; 1. CC 3£ % CC genotype; 2. AC FER I AC gen-
otype; 3. AA JEPH I AA genotype.
E1 MyoDl EE%E 1 B&F Dde | EEYIER
Fig.1 Band patterns of the intron 1 of MyoD 1
gene digested with Dde |
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AU PR IR C 55 7 3 R A R AR Gk
0. 78, K K K KA KK 2 Fh 457 3 K Y
A3 A AR AR

X & BRI MyoD1 JEH %5 1 W% Dde | 1§
Y7 s 1A [\ 356 X 84 43 A1 i 47 Hardy-Weinberg “F
A 2 SR 2 Y 53R AR R A AR . 3 i 2 A
(P<20. 05), Hoth & #E 1R N MyoD1 1 53 47 #B b F
Hardy-Weinberg “F- ffif Ik 2% (P > 0. 05) , i W] 5
MyoD1 FEH (% Dde | BEYIOL 50100 5 5 3% S HE A K
Ll R,
2.3 MyoD1 EFE 5 R & 44k Z 18] 9 X BE 9 47

FIH SPSS # ) GLM 2 7 #t17 MyoD1 % [H
RS A 0 PR T AR 2 R 1 S E A AT L 2 2R
7R MyoD1 Fe RS [R] 5 IR 78 55 ) £, F 2 7K 2R i 25 A1
X (P<C0. 058 P<C0.01) , CCHEF B AN A B I
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Table 1  Genotype and allele frequency of polymorphism of intron 1 of MYOD1
Ryl FEA F K AISH % Genotype frequency N FEE KSR Allele frequency x* 8
Breed Sample AA AC cC A C x* value
i 3% Tongcheng pig 39 0.03 0.38 0.59 0.22 0.78 4.31"
K M Landrace 23 0. 26 0.43 0.31 0.48 0.52 3.28
K Yorkshire 22 0.18 0.41 0.41 0.39 0.61 3.72
KK LYT 44 0.11 0.43 0.46 0.33 0.67 5.12*
KK YLT 39 0.26 0.31 0.43 0.41 0.59 0. 87

1)y {E A N [A) 56 X B 43 45 (19 Hard-Weinberg "R 30 1H 5 %R 25 7 B % (P<0. 05), ¥ values means the test values of different

genotype to Hard-Weinberg balance. Means with * in column are significant difference (P<C0.05).

o T AA R AC BE R ALAS PR (P<C0. 05) 5
1 CC K PRI A Y 2 K A0 i 35T AA K (R A
AR P<<0.01) WA T AC JEH R H 22 57 A
3 (P>0.05),
®2 MYODI EEE 1 H&FEEMAX
R=RUE Sy =S P R
Table 2 The effects of polymorphism of intron 1 of

MYOD1 on meat color and water loss

- AR EL [SRERI KAKE /%
Ui H Item .
Number Color score Water loss
S AA 26 2.75+0.94 14.30+1.57
ES A
. AC 64 2.9940.92 13.92+1.00
Genotype
CcC 77 3.314+0.98 13.63+0.55
P AA-AC 0. 281 0.096
) AA-CC 0.010" " 0.002" "
P value
AC-CC 0.047" 0.071
1) * P<<0.05, * x P<0.01.
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3 i it
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PR PR K PERE 22 L IR 476 8 552 I 2 i Y i A s
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SEAEDEZES. KB ET RS R B R
MyoD1 L 1 W& F 2 800 215 Wi 44 v 0k A g
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B¢, P AMG IS Y UL MyoD1 % (445 55 5 5%
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f T L3 A X3 A 7 5 AR K R TR R IR
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Abstract

PCR-RFLP technique was applied in this study to analyze the polymorphism of intron 1

of porcine MyoD1 gene in 3 pure breeds (Tongcheng, LLandrace, Yorkshire) and 2 crossbred breeds
(LYT,YLT). There was a base transition in the 257th nucleotides of intron 1 (C-A),which lead to the
change of Dde I digestion site. PCR products digested with Dde I indicated that there were two alleles,

three genotypes. The C allele was predominant in Tongcheng pigs,while the frequency of A allele and C

allele was close in other groups. The relationship with growth, carcass and meat quality traits revealed

that different genotypes were related with meat color score and water loss rate (P<Z0. 05 or P<0.01).

Meat color score with CC genotype was significant higher than AA and AC genotype (P<C0. 05),but the

water loss rate was extremely significant lower than that with AA genotype (P<C0.01). So the meat

quality of individual with CC genotype was better. These results confirmed that MyoD1 gene was an im-

portant candidate gene for meat quality,and the polymorphism of the 257th nucleotides of intron 1 of-

fered molecular marker for marker assisted selection of porcine meat quality.
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